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Fig.4. 

Amino acid sequence of human gpl30-Fc-His6 

Sequence Range : 1 to 8 6 1 

10 20 30 40 50 60 

* * * * * * 

tlVTLQ Tt'SWQA LFIFL TTES TOELLDPCGYISPESPWQL HSNFTAVCVLKEKCMDYFHV 

70 80 90 100 110 120 

* * * * * * 
NANYIVWKTNHFTI PKEQYT IINRTASSVTFTDIASLNIQ LTCNILTFGQLEQNVYGITI 

130 140 150 160 170 180 

* * * * * * 

ISGLPPEKPKNLSCIVNEGK KMRCEWDGGRETHLETNFTL KSEWATHKFADCKAKRDTPT 

190 200 210 220 230 240 

* * * * * * 
SC^IVDYSTVYFVNIEVWVEA ENALGKVTSDHINFDPVYKV KPNPPHNLSVINSEELSSIL 

250 260 270 280 290 300 

* * * * * * 

KLTV7TNPSIKSVIILKYNIQ YKTKDASTWSQIPPEDTAST RSSFTVQDLKPFTEYVFRIR 

310 320 330 340 350 360 

* * * * * * 

CMKEDGKGYWSDWSEEASGI TYEDRPSKAPSFWYXIDPSH TQGYRTVQLVWKTLPPFEAN 

370 380 390 400 410 420 

* * * * * * 

GKILDYEVTLTRWKSHLQNY TVI^ATKLTVKLTNDRYLATL TVRNLVGKSDAAVTjTI PACD 

430 440 450 460 470 480 

* * * * * * 

FQATH P VMDLKAF P KDNHLV, 7 VEWTTPRESVKKYILEWCVL, SDKAPCITDWQQEDGTVHRT 

490 500 510 520 530 540 

* * * * * * 

YLRGNLAESKCYLITVTPVY ADGPGSPESIKAYLKQAPPS KGPTVRTKKVGKNEAVLEWD 

550 560 570 580 590 600 

* * * * * * 

QLPVDVQNGFIRNYTIFYRT I IGNETAVNVDSSHTEYTLS SLTSDTLYMVRMAAYTDEGG 

610 620 630 640 650 660 

* * * t t * * * 
KDGPEFTFTTPKFAQGEIES G EPKSCPKTHTCPPCPAPEL LGGPSVFLFPPKPKDTLMIS 

670 680 690 700 710 720 

* * * 

RTPEVTCVWDVSH EDPEVK FNWYVDGVEVHNAKTKPREE OYNSTYRWSVLTVLHOnwr, 

730 740 750 760 770 780 
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Fig.4 (Cont). 

NGKEYKC KVSfflCALPAPTFK TISKAKGOPREPOVYTLPPS RDELTKNOVSLTCLVKGFVP 

7 ^0 800 810 820 830 840 

* * * ★ * * 

SDIAVEWESNG-OPEN NYKTT PPVLDSDGSFFLYSKLTVDK SRWCK>3NVFSCSVMHEALHN 

850 860 

* * 

HYTOKSLSLSPGK HHHHTm. 



Fig 



1.5. 

The amino acid sequence of human IL-6Ra-Fc 

Sequence Range: 1 to 594 

10 20 30 40 50 60 

* * * * * * 

MVA VGCALLtAALLAAPGAAL, APRRCPAQEVARGVLTSLPG D SVT LTC PGVE P ED N ATVHW 

70 80 90 100 110 120 

* * * * * * 

VLRKPAAGSHPSRWAGMGRR LLLRSVQLHDSGNYSCYRAG RPAGTVHLLVDVPPEEPQLS 

!30 140 150 160 170 180 

* * * * * * 

CFRKSPLSNWCEWGPRSTP SLTTKAVL.LVRKFQNSPAED FQEPCQYSQESQKFSCQLAV 

1 90 200 210 220 230 240 

* * * * * * 

PEGDSSFYIVSMCVASSVGS KFSKTQTFQGCGILQPDPPA N I TVT AVARN PRWL SVTWQ D 

250 260 270 280 290 300 

* * * * * * 

PHSWNSSFYRLRFELRYRAE RSKTFTTWMVKDLQHHCVIH DAWSGLRHWQLRAQEEFGQ 

310 320 330 340 350 360 

* * * * * * 

GEWSEWSPEAMGTPWTESRS PPAENEVSTPMQALTTNKDD DNI LFRDSANATSLPVQDAG 

37 0 380 390 400 410 420 

*t t * * * * * 

EPKSCDKTHTCPPC PAPELL GGPSVFLFPPKPKDTLMISR TPE\HX:VVVDVSHEPPEVKF 

430 440 450 460 470 480 

* * * * * * 

^WYVDGVEVKNAKT KPREEO Y1JSTYRWSV1jTVX > HODV7LN GKEYKCKVSNKALPAPIEKT 

490 500 510 520 530 540 

* * * * * * 

IgKA KGQPREPQVYTLPPSR DELTKNOVSLTCLVKGFYPS DTAVFWESNGOPENWYKTTP 

550 560 570 580 590 

* 

PVLPSDGSFFLYSKI .TVDK.q PWOOGNVFSCSVMHEALHNH YTQKSLSLSPGK . 
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Immunoglobulin Heavy/Light Chain receptor Fusions 
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Fig. 9. 

Amino acid sequence of gpl30-Cyl 

Sequence Range: 1 to 952 

10 20 30 40 50 60 

* * ★ * * * 

MVTLQTWWQALFIFLTTES TGELLDPCGYISPESPWQL HSNFTAVCVLKEKCMDYFHV 

70 80 90 100 110 120 

* * * * * * 

NANYIVWKTNHFTIPKEQYT IINRTASSVTFTDIASLNIQ LTCNILTFGQLEQNVYGITI 

130 140 150 160 170 180 

* * * * * * 

ISGLPPEKPKNLSCIVNEGK fCMRCEWDGGRETHLETNFTL KSEWATHKFADCKAKRDTPT 

190 200 210 220 230 240 

* * * * * * 

SCTVDYSTVYFVNIEVWVEA ENALGKVTSDHINFDPVYKV KPNPPHNLSVINSEELSSIL 

250 260 270 280 290 300 

* * * * * * 

KLTWTNPSIKSVIILKYNIQ YRTKDASTWSQIPPEDTAST RSSFTVQDLKPFTEYVFRIR 

310 320 330 340 350 360 

* * * * * * 

CMKEDGKGYWSDWSEEASGI TYEDRPSKAPSFWYKIDPSH TQG YRTVQLWJKTLPPFEAN 

370 380 390 400 410 420 

* * * * * * 

GKILDYEVTLTRWKSHLQNY TVKATKLTVNLTNDRYLATL TVRNLVGKSDAAVLTI PACD 

430 440 450 460 470 480 

* * * * * * 

FQ ATH P VKDUKAF P KDNMLW VEWTT PRESVKKY I LEWCVL SDKAPCITDWQQEDGTVHRT 

490 500 510 520 530 540 

* * * * * * 

YLRGNLAESKCYLITVTPVY ADGPGSPESIKAYLKQAPPS KGPTVRTKKVGKNEAVLEWD 

550 560 570 580 590 600 

* * * * * * 

QLPVDVQNGFIRtTYTIFYRT I IGNETAVNVDSSHTEYTLS SLTSDTLYMVRMAAYTDEGG 

610 620 630 640 650 660 

* * * * * * 

KDGPEFTFTTPKF AQGEIES G ASTKGPSVFPLAPSSKSTS GCTTAALGC r,VKDYFPEPVTV 

670 680 690 700 710 720 

* * * * * * 

SWHSGALTSGVHTF PAVLOS SGLYSLSSWTVPSSSLGTO TYICN\mHKPSNTKVDKKVE 

730 740 750 760 770 780 

* * * * 

PKSCDKTHTCPPCPAPELLG G PSVFLFPPKPKDTLMISRT PEVTCWVnvSHEDPEVKFN 
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Fig. 9 (Cont). 

79 ° 800 810 820 830 840 

* * * * * * 

KYVTX?VFVm^AKTKPREEOY NST YRWSVLTV^HODWLWC; KEYKOKVSNKAbPAPTEKTT 

850 860 870 880 890 900 

* * * * * * 

gKAKGQPREPQVYTLPPSRD Er ,TKNOVSLTCLVKGFYPSD I AVEWESNGOPENNYKTTPP 

510 920 930 940 950 

* * * * * 

yLfDSDGSFFLYSKLT VDKSR WOQGNVFSCSVMHEALHNHY TOKSLSLSPGK * 



Fig. 10. 

Amino acid sequence oJ: gpl30A3fibro 

Sequence Range: 1 to 3 32 

!° 20 30 40 50 60 

* * * * * * 

MVTLQTWWQALFIFLTTES TGELLDPCGYISPESPWQL HSNFTAVCVLKEKCMDYFHV 

7 ° 80 90 100 110 120 

* * * * 

NANYIVWKTNHFTIPKEQYT IINRTASSVTFTDIASLNIQ LTCNILTFGQLEQNVYGITI 

130 140 150 160 170 180 

* * * * * * 

ISGLPPEKPKNLSCIVNEGK KMRCEWDGGRETHLETNFTL KSEWATHKFADCKAKRDTPT 

190 200 210 220 230 240 

* * * * * * 
SCTVDYSTVYFVNXEVV7VEA ENAU3KVTSDHINFDPVYKV KPNPPHNLSVINSEELSSIL 

25 ° 260 270 280 290 300 

* * * * 

KLTWTNPSIKSVIILKYNIQ YRTKDASTV7SQIPPEDTAST RSSFTVQDLKPFTEYVFRIR 

310 320 330 

* * * 

CMKEDGKGYWSDWSEEASGI TYEDRPSKAPSG 
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Fig. 11. 

Amino acid sequence of J-CH1 

Sequence Range: 1 to 121 

10 20 30 40 50 60 

* * * * 

S G GQG 2\L V7VS SASTKGPSV FPLAPSSKSTSGGTAALGCL \H<DYFPEPVTVSWNSGALTS 

70 80 90 100 110 120 

* * * * * 

GVHTFPAVLOSSGr.Y SLSSV \ r TVPSSSLGTOTYICNVNHK PSNTKVDKKVEPKSCDKTHT * 



Fig. 12. 

Amino acid sequence of Cy4 

Sequence Range : 1 to 3 30 

10 20 30 40 50 60 

* * * * * * 

SGASTKGPSVFPLAPCSRST SESTAALGCLVKDYFPEPVT VSWNSGALTSGVKTFPAVLrQ 

70 80 90 100 110 120 

* * * * * * 

SSGLYSLSSWTVPSSSDGT KTYTCNVDHKPSNTKVDKRV ESKYGPPCPSCPAPEFLGGP 

130 140 150 160 170 180 

* * * * * * 
SVFLFPPKPKDTLMISRTPE VTCVVVDVSQEDPEVQFIWY VDGVEVHNAKTKPREEQFNS 

190 200 210 220 230 240 

* * * * * * 

TYRVVSVXtTVLHQDWIjNGKE ykckvsnkglpssiektisk akgqprepqvytlppsqeem 

250 260 270 280 290 300 

* * * * * * 

TKKQVSLTCLVKGFYPSDXA VEWE S UGQ P ENNYKTT P PVT. DSDGSFFLYSRLTVDKSRWQ 

310 320 330 

* * * 

EGNVFSCSVMHEALHNHYTQ KSLSLSLGK* 
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Fig. 13. 

Amino acid sequence of K-domain 

Sequence Range: 1 to 108 

10 20 30 40 50 60 

* * * * * 

SGTVAAPSVFIFPPSDEQLK SGTASWCLLNNFYPREAKV QWKVDNALQSGNSQESVTEQ 

70 80 90 100 

* * 

DSKDSTYSLSSTLTLSKADY EKHKVYACEVTHQGLSSPVT KSFNRGEC* 



Fig. 14. 

Amino acid sequence of ^-domain: 

Sequence Range: 1 to 107 

10 20 30 40 50 60 

* * . 
SGPKAAPSVTLFPPSSEELQ ANKATLVCLISDFYPGAVTV AWKADSSPVKAGVETTTPSK 

70 80 90 100 

* * * 
QSNNKYAASSYLSLTPEQWK SHRSYSCQVTHEGSTVEKTV APTECS* 



SUBSTITUTE SHEET (RULE 26) 



WO 00/18932 



PCT/US99/22045 



12/63 

iq.15. 



Amino acid sequence of the soluble IL-6Ra domain 

Sequence Range: 1 to 360 

10 20 30 40 50 60 

* * * * * * 

MVAVGCAL LAA L LAA PGAAL A PRRC PAQEVARGVLTS L PG D SVT LTC P G V E P E DN ATVHW 

70 80 90 100 110 120 

* * * * * * 

VIjRKPAAGSHPSRWAGMGRR lllrsvqlhdsgnyscyrag rpagtvhllvdvppeepqls 

130 140 150 160 170 180 

* * * * * * 

CFRKSPLSNWCEWGPRSTP SLTTKAVLLVRKFQN SPAED FQEPCQYSQESQKFSCQLAV 

190 200 210 220 230 240 

* * * ★ * * 

PEGDSSFYIVSMCVASSVGS KFSKTQTFQGCGILQPDPPA NITVTAVARNPRWLSVTWQD 

250 260 270 280 290 300 

* * * * * * 

PHSWNSSFYKLRFELRYRAE RSKTFTTWMVKDLQHHCVIH DAWSGLRHWQLRAQEEFGQ 

310 320 330 340 350 360 

* * * * * * 

GEWSEWSPEAMGTPWTESRS PPAENEVSTPMQALTTNKDD DNILFRDSANATSLPVQDAG 



Fig. 16. 

Amino acid sequence of the soluble IL-6ko313 domain 

Sequence Range: 1 to 315 

10 20 30 40 50 60 

* * * * * * 

MVAVGCALLAALLAAPGAAL A P RRC P AQ EVARG VLT S L PG DSVTLTCPGVEPEDNATVHW 

70 80 90 100 110 120 

* * * ★ * * 

VLRKPAAGSHPSRWAGMGRR LLLRSVQLHDSGNYSCYRAG RPAGTVHLLVDVPPEEPQLS 

130 140 150 160 170 180 

* * * * * * 

CFRKSPLSNWCEWGPRSTP S LTTKAVLLVRKFQNS PAED FQEPCQYSQESQKFSCQLAV 

190 200 210 220 230 240 

* * * * * * 

PEGDSSFYIVSMCVASSVGS KFSKTQTFQGCGILQPDPPA N I TVT AVARN PRWL SVTWQ D 

250 260 270 280 290 300 

* * * * * * 

PHSWNSSFYRLRFELRYRAE RSKTFTTWMVKDLQHHCVIH DAWSGLRHWQLRAQEEFGQ 
310 

GEWSEWSPEAK3TTG 
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(gpx-C Y 1) 2 .(6RK) 2 
(gpx-C Y 1)2-(6RK)-, 
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Fig.21A. 16/63 

10 20 30 40 

* * * * » * * * * 

ATG GTG AAG CCA TCA TTA CCA TTC ACA TCC CTC TTA TTC CTG CAG CTG 
Met Val Lys Pro Ser Leu Pro Phe Thr Ser Leu Leu Phe Leu Gin Leu> 

50 60 70 80 90 

* * * « «« * * * * 

CCC CTG CTG GGA GTG GGG CTG AAC ACG ACA ATT CTG ACG CCC AAT GGG 
Pro Leu Leu Gly Val Gly Leu Asn Thr Thr lie Leu Thr Pro Asn Gly> 



100 HO 120 130 



140 



AAT GAA GAC ACC ACA GCT GAT TTC TTC CTG ACC ACT ATG CCC ACT GAC 
Asn Glu Asp Thr Thr Ala Asp Phe Phe Leu Thr Thr Met Pro Thr Asp> 

150 160 170 180 190 

** * * * ***** 

TCC CTC AGT GTT TCC ACT CTG CCC CTC CCA GAG GTT CAG TGT TTT GTG 
Ser Leu Ser Val Ser Thr Leu Pro Leu Pro Glu Val Gin Cys Phe Val> 

200 210 220 230 240 

* * ******** 

TTC AAT GTC GAG TAC ATG AAT TGC ACT TGG AAC AGC AGC TCT GAG CCC 
Phe Asn Val Glu Tyr Met Asn Cys Thr Trp Asn Ser Ser Ser Glu Pro 

250 260 270 280 

* * * * ** * ** 

CAG CCT ACC AAC CTC ACT CTG CAT TAT TGG TAC AAG AAC TCG GAT AAT 
Gin Pro Thr Asn Leu Thr Leu His Tyr Trp Tyr Lys Asn Ser Asp Asn> 

290 300 310 320 330 

* ** * ** * ** * 

GAT AAA GTC CAG AAG TGC AGC CAC TAT CTA TTC TCT GAA GAA ATC ACT 
Asp Lys Val Gin Lys Cys Ser His Tyr Leu Phe Ser Glu Glu lie Thr> 

340 350 360 370 380 

** * ** * ** * 

TCT GGC TGT CAG TTG CAA AAA AAG GAG ATC CAC CTC TAC CAA ACA TTT 
Ser Gly Cys Gin Leu Gin Lys Lys Glu lie His Leu Tyr Gin Thr Phe> 

390 400 410 420 430 

** * ****** * 

GTT GTT CAG CTC CAG GAC CCA CGG GAA CCC AGG AGA CAG GCC ACA CAG 
Val Val Gin Leu Gin Asp Pro Arg Glu Pro Arg Arg Gin Ala Thr Gln> 

440 450 460 470 480 

** ******** 

ATG CTA AAA CTG CAG AAT CTG GTG ATC CCC TGG GCT CCA GAG AAC CTA 

Met Leu Lys Leu Gin Asn Leu Val lie Pro Trp Ala Pro Glu Asn Leu> 

490 500 510 520 

* ******** 

ACA CTT CAC AAA CTG AGT GAA TCC CAG CTA GAA CTG AAC TGG AAC AAC 
Thr Leu His Lys Leu Ser Glu Ser Gin Leu Glu Leu Asn Trp Asn Asn> 

530 540 550 560 570 

AGA TTC TTG AAC CAC TGT TTG GAG CAC TTG GTG CAG TAC CGG ACT GAC 
Arq Phe Leu Asn His Cys Leu Glu His Leu Val Gin Tyr Arg Thr Asd> 
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580 590 600 610 620 



TGG GAC CAC AGO TGG ACT GAA CAA TCA GTG GAT TAT AGA CAT AAG TTC 
Trp Asp His Ser Trp Thr Glu Gin Ser Val Asp Tyr Arg His Lys Phe> 



630 640 650 660 



670 



TCC TTG CCT AGT GTG GAT GGG CAG AAA CGC TAC ACG TTT CGT GTT CGG 
Ser Leu Pro Ser Val Asp Gly Gin Lys Arg Tyr Thr Phe Arg Val Arg> 



680 690 700 710 



720 

* ** * * * * * * 

AGC CGC TTT AAC CCA CTC TGT GGA AGT GCT CAG CAT TGG AGT GAA TGG 
Ser Arg Phe Asn Pro Leu Cys Gly Ser Ala Gin His Trp Ser Glu Trp> 

730 740 750 760 

********* 
AGC CAC CCA ATC CAC TGG GGG AGC AAT ACT TCA AAA GAG AAC GCG TCG 
Ser His Pro He His Trp Gly Ser Asn Thr Ser Lys Glu Asn Ala Ser> 

770 780 790 800 810 

******* * * * 

TCT GGG AAC ATG AAG GTC CTG CAG GAG CCC ACC TGC GTC TCC GAC TAC 

Ser Gly Asn Met Lys Val Leu Gin Glu Pro Thr Cys Val Ser Asp Tyr> 

820 830 840 850 860 

** * ** * ** * 

ATG AGC ATC TCT ACT TGC GAG TGG AAG ATG AAT GGT CCC ACC AAT TGC 
Met Ser He Ser Thr Cys Glu Trp Lys Met Asn Gly Pro Thr Asn Cys> 

870 880 890 900 910 

***** *** * * 

AGC ACC GAG CTC CGC CTG TTG TAC CAG CTG GTT TTT CTG CTC TCC GAA 

Ser Thr Glu Leu Arg Leu Leu Tyr Gin Leu Val Phe Leu Leu Ser Glu> 

920 930 940 950 960 

***** ***** 

GCC CAC ACG TGT ATC CCT GAG AAC AAC GGA GGC GCG GGG TGC GTG TGC 
Ala His Thr Cys He Pro Glu Asn Asn Gly Gly Ala Gly Cys Val Cys> 

970 980 990 1000 

**** ** * * * 

CAC CTG CTC ATG GAT GAC GTG GTC AGT GCG GAT AAC TAT ACA CTG GAC 
His Leu Leu Met Asp Asp Val Val Ser Ala Asp Asn Tyr Thr Leu Asp> 

1°10 1020 1030 1040 1050 

******* *** 

CTG TGG GCT GGG CAG CAG CTG CTG TGG AAG GGC TCC TTC AAG CCC AGC 

Leu Trp Ala Gly Gin Gin Leu Leu Trp Lys Gly Ser Phe Lys Pro Ser> 

1060 1070 1080 1090 1100 

** * ** * * * * 

GAG CAT GTG AAA CCC AGG GCC CCA GGA AAC CTG ACA GTT CAC ACC AAT 
Glu His Val Lys Pro Arg Ala Pro Gly Asn Leu Thr Val His Thr Asn> 

1H0 1120 1130 1140 1150 

**** «**** 

GTC TCC GAC ACT CTG CTG CTG ACC TGG AGC AAC CCG TAT CCC CCT GAC 
Val Ser Asp Thr Leu Leu Leu Thr Trp Ser Asn Pro Tyr Pro Pro Asp> 

1 160 1170 1180 H90 1200 
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Fig.21C. 18/63 

AAT TAC CTG TAT AAT CAT CTC ACC TAT GCA GTC AAC ATT TGG AGT GAA 
Asn Tyr Leu Tyr Asn His Leu Thr Tyr Ala Val Asr. He Trp Ser Glu> 

1210 1220 1230 1240 

* * * * * * * * * 

AAC GAC CCG GCA GAT TTC AGA ATC TAT AAC GTG ACC TAC CTA GAA CCC 
Asn Asp Pro Ala Asp Phe Arg He Tyr Asn Val Thr Tyr Leu Glu Pro> 



12S ° 1260 1270 1280 



1290 



TCC CTC CGC ATC GCA GCC AGC ACC CTG AAG TCT GGG ATT TCC TAC AGG 

Ser Leu Arg He Ala Ala Ser Thr Leu Lys Ser Gly He Ser Tyr Arg> 

13 °0 1310 1320 1330 1340 

* * + * * w * * * 

GCA CGG GTG AGG GCC TGG GCT CAG TGC TAT AAC ACC ACC TGG AGT GAG 

Ala Arg Val Arg Ala Trp Ala Gin Cys Tyr Asn Thr Thr Trp Ser Glu> 

13 50 1360 1370 1380 1390 

* * * ******* 

TGG AGC CCC AGC ACC AAG TGG CAC AAC TCC TAC AGG GAG CCC TTC GAG 

Trp Ser Pro Ser Thr Lys Trp His Asn Ser Tyr Arg Glu Pro Phe Glu> 

1400 1410 1420 1430 1440 



CAG TCC GGA GAC AAA ACT CAC ACA TGC CCA CCG TGC CCA GCA CCT GAA 

Gin Ser Gly Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu> 

1450 1460 1470 1480 

* ** * ** * * * 

CTC CTG GGG GGA CCG TCA GTC TTC CTC TTC CCC CCA AAA CCC AAG GAC 

Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp> 

14 90 1500 1510 1520 1530 

* * * * *** * * * 

ACC CTC ATG ATC TCC CGG ACC CCT GAG GTC ACA TGC GTG GTG GTG GAC 

Thr Leu Met He Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp> 

!S40 1550 1560 1570 1580 

** * ** * ** * 

GTG AGC CAC GAA GAC CCT GAG GTC AAG TTC AAC TGG TAC GTG GAC GGC 

Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly> 

1590 1600 1610 1620 1630 

* * * ***** ** 

GTG GAG GTG CAT AAT GCC AAG ACA AAG CCG CGG GAG GAG CAG TAC AAC 

Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn> 

1640 1650 1660 1670 1680 

* * ***** *** 

AGC ACG TAC CGT GTG GTC AGC GTC CTC ACC GTC CTG CAC CAG GAC TGG 

Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gin Asp Trp> 

1690 1700 1710 172C 

* 

CTG AAT GGC AAG GAG TAC AAG TGC AAG GTC TCC AAC AAA GCC CTC CCA 

Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro 

1730 1740 1750 1760 ^770 

GCC CCC ATC GAG AAA ACC ATC TCC AAA GCC AAA GGG CAG CCC CGA GAA 

Ala Pro lie Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu> 
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Fig.21D. 

1780 1790 1800 1810 1820 



CCA CAG GTG TAC ACC CTG CCC CCA TCC CGG GAG GAG ATG ACC AAG AAC 

Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn> 

1830 1840 1850 1860 1870 

* * * * * * * * * ^ 

CAG GTC AGC CTG ACC TGC CTG GTC AAA GGC TTC TAT CCC AGC GAC ATC 

Gin Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile> 

1880 1890 1900 1910 1920 

* * * * * * * * * * 

GCC GTG GAG TGG GAG AGC AAT GGG CAG CCG GAG AAC AAC TAC AAG ACC 

Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr> 

1930 1940 1950 I960 



* 



ACG CCT CCC GTG CTG GAC TCC GAC GGC TCC TTC TTC CTC TAT AGC AAG 
Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys> 

1970 1980 1990 2000 2010 

*** *** * * * * 

CTC ACC GTG GAC AAG AGC AGG TGG CAG CAG GGG AAC GTC TTC TCA TGC 
Leu Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys> 

2020 2030 2040 2050 2060 

* * *** * *** 

TCC GTG ATG CAT GAG GCT CTG CAC AAC CAC TAC ACG CAG AAG AGC CTC 
Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu> 

2070 2080 



* 



TCC CTG TCT CCG GGT AAA TGA 
Ser Leu Ser Pro Gly Lys ***> 
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* * * * * • * * * 

ATG GTG AAG CCA TCA TTA CCA TTC ACA TCC CTC TTA TTC CTG CAG CTG 
Met Val Lys Pro Ser Leu Pro Phe Thr Ser Leu Leu Phe Leu Gin Leu> 

50 60 70 80 90 

****** * * * * 

CCC CTG CTG GGA GTG GGG CTG AAC ACG ACA ATT CTG ACG CCC AAT GGG 

Pro Leu Leu Gly Val Gly Leu Asn Thr Thr lie Leu Thr Pro Asn Gly> 

100 110 120 130 140 

***** * * * * 

AAT GAA GAC ACC ACA GCT GAT TTC TTC CTG ACC ACT ATG CCC ACT GAC 
Asn Glu Asp Thr Thr Ala Asp Phe Phe Leu Thr Thr Met Pro Thr Asp> 



* 



1^0 160 170 180 190 



* 



TCC CTC AGT GTT TCC ACT CTG CCC CTC CCA GAG GTT CAG TGT TTT GTG 

Ser Leu Ser Val Ser Thr Leu Pro Leu Pro Glu Val Gin Cys Phe Val> 

200 210 220 230 240 

* * * * * ***** 

TTC AAT GTC GAG TAC ATG AAT TGC ACT TGG AAC AGC AGC TCT GAG CCC 

Phe Asn Val Glu Tyr Met Asn Cys Thr Trp Asn Ser Ser Ser Glu Pro> 

250 260 270 280 

****** * * * 

CAG CCT ACC AAC CTC ACT CTG CAT TAT TGG TAC AAG AAC TCG GAT AAT 

Gin Pro Thr Asn Leu Thr Leu His Tyr Trp Tyr Lys Asn Ser Asp Asn> 

290 300 310 320 330 



* 



GAT AAA GTC CAG AAG TGC AGC CAC TAT CTA TTC TCT GAA GAA ATC ACT 

Asp Lys Val Gin Lys Cys Ser His Tyr Leu Phe Ser Glu Glu lie Thr> 

340 350 360 370 380 

** *** * * * * 

TCT GGC TGT CAG TTG CAA AAA AAG GAG ATC CAC CTC TAC CAA ACA TTT 

Ser Gly Cys Gin Leu Gin Lys Lys Glu lie His Leu Tyr Gin Thr Phe> 

390 400 410 420 430 

** *** * * * * * 

GTT GTT CAG CTC CAG GAC CCA CGG GAA CCC AGG AGA CAG GCC ACA CAG 

Val Val Gin Leu Gin Asp Pro Arg Glu Pro Arg Arg Gin Ala Thr Gln> 

440 450 460 470 480 

** * * * ***** 

ATG CTA AAA CTG CAG AAT CTG GTG ATC CCC TGG GCT CCA GAG AAC CTA 

Met Leu Lys Leu Gin Asn Leu Val lie Pro Trp Ala Pro Glu Asn Leu> 

490 SO0 510 520 

* * * * * * * * * 

ACA CTT CAC AAA CTG AGT GAA TCC CAG CTA GAA CTG AAC TGG AAC AAC 

Thr Leu His Lys Leu Ser Glu Ser Gin Leu Glu Leu Asn Trp Asn Asn> 

53 ° S40 550 560 570 

* 

AGA TTC TTG AAC CAC TGT TTG GAG CAC TTG GTG CAG TAC CGG ACT GAC 

Arg Phe Leu Asn His Cys Leu Glu His Leu Val Gin Tyr Arg Thr Asp> 



SUBSTITUTE SHEET (RULE 26) 



WO 00/18932 PCT/US99/22045 



Fig.22B. 



21/63 

580 590 600 610 620 



TGG GAC CAC AGC TGG ACT GAA CAA TCA GTG GAT TAT AGA CAT AAG TTC 

Trp Asp His Ser Trp Thr Glu Gin Ser Val Asp Tyr Arg His Lys Phe> 

630 640 650 660 670 

** * * * * * * * * 

TCC TTG CCT AGT GTG GAT GGG CAG AAA CGC TAC ACG TTT CGT GTT CGG 

Ser Leu Pro Ser Val Asp Gly Gin Lys Arg Tyr Thr Phe Arg Val Arg> 

680 690 700 710 720 

* * * * * * * * * * 

AGC CGC TTT AAC CCA CTC TGT GGA AGT GCT CAG CAT TGG AGT GAA TGG 

Ser Arg Phe Asn Pro Leu Cys Gly Ser Ala Gin His Trp Ser Glu Trp> 

730 740 750 760 

* * * * * * * * * 

AGC CAC CCA ATC CAC TGG GGG AGC AAT ACT TCA AAA GAG AAC GGG AAC 

Ser His Pro lie His Trp Gly Ser Asn Thr Ser Lys Glu Asn Gly Asn> 

770 780 790 800 810 

* * * * * * * * * * 

ATG AAG GTC CTG CAG GAG CCC ACC TGC GTC TCC GAC TAC ATG AGC ATC 

Met Lys Val Leu Gin Glu Pro Thr Cys Val Ser Asp Tyr Met Ser Ile> 

820 830 840 850 860 

** * * + * * * * 

TCT ACT TGC GAG TGG AAG ATG AAT GGT CCC ACC AAT TGC AGC ACC GAG 

Ser Thr Cys Glu Trp Lys Met Asn Gly Pro Thr Asn Cys Ser Thr Glu> 

870 880 890 900 910 

** * * * ★ * * * * 

CTC CGC CTG TTG TAC CAG CTG GTT TTT CTG CTC TCC GAA GCC CAC ACG 

Leu Arg Leu Leu Tyr Gin Leu Val Phe Leu Leu Ser Glu Ala His Thr> 

920 930 940 950 960 

* * * * * * * * * * 

TGT ATC CCT GAG AAC AAC GGA GGC GCG GGG TGC GTG TGC CAC CTG CTC 

Cys lie Pro Glu Asn Asn Gly Gly Ala Gly Cys Val Cys His Leu Leu> 

970 980 990 1000 

* * * * * * ★ * * 

ATG GAT GAC GTG GTC AGT GCG GAT AAC TAT ACA CTG GAC CTG TGG GCT 

Met Asp Asp Val Val Ser Ala Asp Asn Tyr Thr Leu Asp Leu Trp Ala> 

1010 1020 1030 1040 1050 

* * * * * * * * * * 

GGG CAG CAG CTG CTG TGG AAG GGC TCC TTC AAG CCC AGC GAG CAT GTG 
Gly Gin Gin Leu Leu Trp Lys Gly Ser Phe Lys Pro Ser Glu His Val> 

1060 1070 1080 1090 1100 

* * * * * * * * # 

AAA CCC AGG GCC CCA GGA AAC CTG ACA GTT CAC ACC AAT GTC TCC GAC 

Lys Pro Arg Ala Pro Gly Asn Leu Thr Val His Thr Asn Val Ser Asp> 

1110 1120 1130 1140 1150 

* * * * * * *■ * * * 

ACT CTG CTG CTG ACC TGG AGC AAC CCG TAT CCC CCT GAC AAT TAC CTG 

Thr Leu Leu Leu Thr Trp Ser Asn Pro Tyr Pro Pro Asp Asn Tyr Leu> 

1160 1170 1180 1190 1200 
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TAT AAT CAT CTC ACC TAT GCA GTC AAC ATT TGG AGT GAA AAC GAC CCG 

Tyr Asn His Leu Thr Tyr Ala Val Asn lie Trp Ser Glu Asn Asp Pro> 

1210 1220 1230 1240 

* * * * * * * * ^ 

GCA GAT TTC AGA ATC TAT AAC GTG ACC TAC CTA GAA CCC TCC CTC CGC 
Ala Asp Phe Arg lie Tyr Asn Val Thr Tyr Leu Glu Pro Ser Leu Arg> 

1250 1260 1270 1280 1290 

* * * * * * * * * t 

ATC GCA GCC AGC ACC CTG AAG TCT GGG ATT TCC TAC AGG GCA CGG GTG 
He Ala Ala Ser Thr Leu Lys Ser Gly He Ser Tyr Arg Ala Arg Val> 

1300 1310 1320 1330 1340 

* * * * * ★ *■* * 

AGG GCC TGG GCT CAG AGC TAT AAC ACC ACC TGG AGT GAG TGG AGC CCC 
Arg Ala Trp Ala Gin Ser Tyr Asn Thr Thr Trp Ser Glu Trp Ser Pro 

1350 1360 1370 1380 1390 

* * * * * * * ★ * * 

AGC ACC AAG TGG CAC AAC TCC TAC AGG GAG CCC TTC GAG CAG TCC GGA 
Ser Thr Lys Trp His Asn Ser Tyr Arg Glu Pro Phe Glu Gin Ser Gly> 

1400 1410 1420 1430 1440 

* * ★ * * * * * * * 

GAC AAA ACT CAC ACA TGC CCA CCG TGC CCA GCA CCT GAA CTC CTG GGG 
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly> 

1450 1460 1470 1480 

* * * * * * * * * 

GGA CCG TCA GTC TTC CTC TTC CCC CCA AAA CCC AAG GAC ACC CTC ATG 
Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met> 

1490 1500 1510 1520 1530 

* * * * * * * * * * 

ATC TCC CGG ACC CCT GAG GTC ACA TGC GTG GTG GTG GAC GTG AGC CAC 
He Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His> 

1540 1550 1560 1570 1580 

** * * * ★ * * * 

GAA GAC CCT GAG GTC AAG TTC AAC TGG TAC GTG GAC GGC GTG GAG GTG 
Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val> 

1590 1600 1610 1620 1630 

* * * *★* * * * ★ 

CAT AAT GCC AAG ACA AAG CCG CGG GAG GAG CAG TAC AAC AGC ACG TAC 
His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr> 

1640 1650 1660 1670 1680 

* * * * * * * * * * 

CGT GTG GTC AGC GTC CTC ACC GTC CTG CAC CAG GAC TGG CTG AAT GGC 
Arg Val Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly> 

1690 1700 1710 1720 

* ** * * * * * * 

AAG GAG TAC AAG TGC AAG GTC TCC AAC AAA GCC CTC CCA GCC CCC ATC 
Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile> 

1730 1740 1750 1760 1770 

****** * * * t 

GAG AAA ACC ATC TCC AAA GCC AAA GGG CAG CCC CGA GAA CCA CAG GTG 
Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val> 
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*«***.. 

TAC ACC CTG CCC CCA TCC CGG GAT GAG CTG ACC AAG AAC CAG GTC AGC 
Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser> 



1830 1840 1850 1860 



1870 



CTG ACC TGC CTG GTC AAA GGC TTC TAT CCC AGC GAC ATC GCC GTG GAG 
Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp He Ala Val Glu> 

188 ° 1890 1900 1910 1920 

********* 
TGG GAG AGC AAT GGG CAG CCG GAG AAC AAC TAC AAG ACC ACG CCT CCC 
Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro> 

1930 1940 1950 I960 

****** *** 
GTG CTG GAC TCC GAC GGC TCC TTC TTC CTC TAT AGC AAG CTC ACC GTG 
Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val> 

1970 1980 1990 2000 2010 

********** 
GAC AAG AGC AGG TGG CAG CAG GGG AAC GTC TTC TCA TGC TCC GTG ATG 
Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys Ser Val Met> 

2 °20 2030 2040 2050 2060 

** 

CAT GAG GCT CTG CAC AAC CAC TAC ACG CAG AAG AGC CTC TCC CTG TCT 

His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser> 

2070 
* * * 

CCG GGT AAA TGA 
Pro Gly Lys ***> 
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* ** * * « » a ^ 

ATG GTG AAG CCA TCA TTA CCA TTC ACA TCC CTC TTA TTC CTG CAG CTG 
Met Val Lys Pro Ser Leu Pro Phe Thr Ser Leu Leu Phe Leu Gin Leu> 

50 60 70 80 90 

CCC CTG CTG GGA GTG GGG CTG AAC ACG ACA ATT CTG ACG CCC AAT GGG 
Pro Leu Leu Gly Val Gly Leu Asn Thr Thr lie Leu Thr Pro Asn Gly> 

10 0 110 120 130 140 

* * ******* 

AAT GAA GAC ACC ACA GCT GAT TTC TTC CTG ACC ACT ATG CCC ACT GAC 
Asn Glu Asp Thr Thr Ala Asp Phe Phe Leu Thr Thr Met Pro Thr Asp> 



150 160 170 180 



190 



TCC CTC AGT GTT TCC ACT CTG CCC CTC CCA GAG GTT CAG TGT TTT GTG 

Ser Leu Ser Val Ser Thr Leu Pro Leu Pro Glu Val Gin Cys Phe Val> 

200 210 220 230 240 

* * ***** * * + 

TTC AAT GTC GAG TAC ATG AAT TGC ACT TGG AAC AGC AGC TCT GAG CCC 

Phe Asn Val Glu Tyr Met Asn Cys Thr Trp Asn Ser Ser Ser Glu Pro 

250 260 270 280 

* * * ★ * * * * * 

CAG CCT ACC AAC CTC ACT CTG CAT TAT TGG TAC AAG AAC TCG GAT AAT 

Gin Pro Thr Asn Leu Thr Leu His Tyr Trp Tyr Lys Asn Ser Asp Asn> 

290 300 310 320 330 



GAT AAA GTC CAG AAG TGC AGC CAC TAT CTA TTC TCT GAA GAA ATC ACT 
Asp Lys Val Gin Lys Cys Ser His Tyr Leu Phe Ser Glu Glu lie Thr> 

340 350 360 370 380 

** * * * * * * * 

TCT GGC TGT CAG TTG CAA AAA AAG GAG ATC CAC CTC TAC CAA ACA TTT 
Ser Gly Cys Gin Leu Gin Lys Lys Glu lie His Leu Tyr Gin Thr Phe> 

390 400 410 420 430 

* * * ****** ^ 

GTT GTT CAG CTC CAG GAC CCA CGG GAA CCC AGG AGA CAG GCC ACA CAG 
Val Val Gin Leu Gin Asp Pro Arg Glu Pro Arg Arg Gin Ala Thr Gln> 

440 450 460 470 480 

* ***** * * * 

ATG CTA AAA CTG CAG AAT CTG GTG ATC CCC TGG GCT CCA GAG AAC CTA 

Met Leu Lys Leu Gin Asn Leu Val He Pro Trp Ala Pro Glu Asn Leu> 

490 500 510 520 

* 

ACA CTT CAC AAA CTG AGT GAA TCC CAG CTA GAA CTG AAC TGG AAC AAC 

Thr Leu His Lys Leu Ser Glu Ser Gin Leu Glu Leu Asn Trp Asn Asn> 

530 540 550 560 570 

AGA TTC TTG AAC CAC TGT TTG GAG CAC TTG GTG CAG TAC CGG ACT GAC 
Arg Phe Leu Asn His Cys Leu Glu His Leu Val Gin Tyr Arg Thr Asp> 
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* * * * * * ** * 

TGG GAC CAC AGC TGG ACT GAA CAA TCA GTG GAT TAT AGA CAT AAG TTC 
Trp Asp His Ser Trp Thr Glu Gin Ser Va 1 Asp Tyr Arg His Lys Phe> 

630 640 6S0 660 670 

* 

TCC TTG CCT AGT GTG GAT GGG CAG AAA CGC TAC ACG TTT CGT GTT CGG 

Ser Leu Pro Ser Val Asp Gly Gin Lys Arg Tyr Thr Phe Arg Val Arg> 



680 690 700 710 



720 



AGC CGC TTT AAC CCA CTC TGT GGA AGT GCT CAG CAT TGG AGT GAA TGG 

Ser Arg Phe Asn Pro Leu Cys Gly Ser Ala Gin His Trp Ser Glu Trp> 

730 740 750 760 

* * * * * + * * * 

AGC CAC CCA ATC CAC TGG GGG AGC AAT ACT TCA AAA GAG AAC GCG TCG 

Ser His Pro lie His Trp Gly Ser Asn Thr Ser Lys Glu Asn Ala Ser> 



770 780 790 800 



810 



TCT GGG AAC ATG AAG GTC CTG CAG GAG CCC ACC TGC GTC TCC GAC TAC 

Ser Gly Asn Met Lys Val Leu Gin Glu Pro Thr Cys Val Ser Asp Tyr> 

820 830 840 850 860 

** * * * * * * * 

ATG AGC ATC TCT ACT TGC GAG TGG AAG ATG AAT GGT CCC ACC AAT TGC 

Met Ser He Ser Thr Cys Glu Trp Lys Met Asn Gly Pro Thr Asn Cys> 

870 880 890 900 910 

* * *** * **** 

AGC ACC GAG CTC CGC CTG TTG TAC CAG CTG GTT TTT CTG CTC TCC GAA 

Ser Thr Glu Leu Arg Leu Leu Tyr Gin Leu Val Phe Leu Leu Ser Glu> 

920 930 940 950 960 

* * * * * * * * * * 

GCC CAC ACG TGT ATC CCT GAG AAC AAC GGA GGC GCG GGG TGC GTG TGC 

Ala His Thr Cys He Pro Glu Asn Asn Gly Gly Ala Gly Cys Val Cys> 

970 980 990 1000 

* * * * * * * * * 

CAC CTG CTC ATG GAT GAC GTG GTC AGT GCG GAT AAC TAT ACA CTG GAC 

His Leu Leu Met Asp Asp Val Val Ser Ala Asp Asn Tyr Thr Leu Asp> 

10 1° 1020 1030 1040 10S0 

* * * * * * * + + ^ 

CTG TGG GCT GGG CAG CAG CTG CTG TGG AAG GGC TCC TTC AAG CCC AGC 

Leu Trp Ala Gly Gin Gin Leu Leu Trp Lys Gly Ser Phe Lys Pro Ser> 

1060 1070 1080 1090 1100 

** *** **** 

GAG CAT GTG AAA CCC AGG GCC CCA GGA AAC CTG ACA GTT CAC ACC AAT 

Glu His Val Lys Pro Arg Ala Pro Gly Asn Leu Thr Val His Thr Asn> 

H10 1120 1130 1140 1150 

** * * * * * * * * 

GTC TCC GAC ACT CTG CTG CTG ACC TGG AGC AAC CCG TAT CCC CCT GAC 

Val Ser Asp Thr Leu Leu Leu Thr Trp Ser Asn Pro Tyr Pro Pro Asp> 



1160 H70 1180 1 190 



1200 
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AAT TAC CTG TAT AAT CAT CTC ACC TAT GCA GTC AAC ATT TGG AGT GAA 

Asn Tyr Leu Tyr Asr. His Leu Thr Tyr Ala Val Asn He Trp Ser Glu> 

12 10 1220 1230 1240 

* * * * * * 

AAC GAC CCG GCA GAT TTC AG A ATC TAT AAC GTG ACC TAC CTA GAA CCC 

Asn Asp Pro Ala Asp Phe Arg He Tyr Asn Val Thr Tyr Leu Glu Pro> 

1250 1260 1270 1280 1290 

TCC CTC CGC ATC GCA GCC AGC ACC CTG AAG TCT GGG ATT TCC TAC AGG 

Ser Leu Arg He Ala Ala Ser Thr Leu Lys Ser Gly He Ser Tyr Ara> 

1300 1310 1320 1330 1340 

GCA CGG GTG AGG GCC TGG GCT CAG AGC TAT AAC ACC ACC TGG AGT GAG 

Ala Arg Val Arg Ala Trp Ala Gin Ser Tyr Asn Thr Thr Trp Ser Glu> 



!350 1360 1370 1380 



1390 



- - - * ★ 

TGG AGC CCC AGC ACC AAG TGG CAC AAC TCC TAC AGG GAG CCC TTC GAG 

Trp Ser Pro Ser Thr Lys Trp His Asn Ser Tyr Arg Glu Pro Phe Glu> 

140 ° 1410 1420 1430 1440 

* * ******** 

CAG TCC GGA GAC AAA ACT CAC ACA TGC CCA CCG TGC CCA GCA CCT GAA 

Gin Ser Gly Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu> 

1450 1460 1470 1480 

* * * * * * * * * 

CTC CTG GGG GGA CCG TCA GTC TTC CTC TTC CCC CCA AAA CCC AAG GAC 

Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp> 

14 90 1500 1510 1520 1530 

********** 

ACC CTC ATG ATC TCC CGG ACC CCT GAG GTC ACA TGC GTG GTG GTG GAC 

Thr Leu Met lie Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp> 



1540 1550 1560 1570 



1580 



- - » * * 

GTG AGC CAC GAA GAC CCT GAG GTC AAG TTC AAC TGG TAC GTG GAC GGC 

Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly> 

1590 1600 1610 1620 1630 

* * * * * * ** * * 

GTG GAG GTG CAT AAT GCC AAG ACA AAG CCG CGG GAG GAG CAG TAC AAC 

Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn> 

1640 1650 1660 1670 1680 

AGC ACG TAC CGT GTG GTC AGC GTC CTC ACC GTC CTG CAC CAG GAC TGG 

Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gin Asp Trp> 

1690 1700 1710 1720 

* * * * * * , t + 

CTG AAT GGC AAG GAG TAC AAG TGC AAG GTC TCC AAC AAA GCC CTC CCA 

Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro> 

1730 1740 1750 1760 177Q 

* 

GCC CCC ATC GAG AAA ACC ATC TCC AAA GCC AAA GGG CAG CCC CGA GAA 

Ala Pro He Glu Lys Thr He Ser Lys Ala Lys Gly Gin Pro Arg Glu> 
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* 

CCA CAG GTG TAC ACC CTG CCC CCA TCC CGG GAT GAG CTG ACC AAG AAC 
Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn> 



1830 1840 1850 1860 



1870 



* 

CAG GTC AGC CTG ACC TGC CTG GTC AAA GGC TTC TAT CCC AGC GAC ATC 
Gin Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp ll e > 

1680 1890 1900 1910 1920 

* ******** 
GCC GTG GAG TGG GAG AGC AAT GGG CAG CCG GAG AAC AAC TAC AAG ACC 
Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr> 

1930 1940 1950 I960 

* * * * * * * * * 

ACG CCT CCC GTG CTG GAC TCC GAC GGC TCC TTC TTC CTC TAT AGC AAG 
Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys> 

1970 1980 1990 2000 2010 

* * * ******* 

CTC ACC GTG GAC AAG AGC AGG TGG CAG CAG GGG AAC GTC TTC TCA TGC 
Leu Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys> 

2 °20 2030 2040 2050 2060 

** ******* 

TCC GTG ATG CAT GAG GCT CTG CAC AAC CAC TAC ACG CAG AAG AGC CTC 
Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu> 



2070 2080 



* 



TCC CTG TCT CCG GGT AAA TGA 
Ser Leu Ser Pro Gly Lys ***> 
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ATG GTG GCC GTC GGC TGC GCG CTG CTG GOT GCC CTG CTG GCC GCG CCG 
Met Val Ala Va 1 Gly Cys Ala Leu Leu Ala Ala Leu Leu Ala Ala Pro 

50 60 70 80 90 

GGA GCG GCG CTG GCC CCA AGG CGC TGC CCT GCG CAG GAG GTG GCA AGA 
Gly Ala Ala Leu Ala Pro Arg Arg Cys Pro Ala Gin Glu Val Ala Arg> 

100 no 120 130 140 

GGC GTG CTG ACC AGT CTG CCA GGA GAC AGC GTG ACT CTG ACC TGC CCG 
Gly Val Leu Thr Ser Leu Pro Gly Asp Ser Val Thr Leu Thr Cys Pro> 



* 



150 160 170 180 



190 



GGG GTA GAG CCG GAA GAC AAT GCC ACT GTT CAC TGG GTG CTC AGG AAG 

Gly Val Glu Pro Glu Asp Asn Ala Thr Val His Trp Val Leu Arg Lys> 

200 210 220 230 240 

* * ******** 

CCG GCT GCA GGC TCC CAC CCC AGC AGA TGG GCT GGC ATG GGA AGG AGG 

Pro Ala Ala Gly Ser His Pro Ser Arg Trp Ala Gly Met Gly Arg Arg> 

250 260 270 280 



* 



CTG CTG CTG AGG TCG GTG CAG CTC CAC GAC TCT GGA AAC TAT TCA TGC 

Leu Leu Leu Arg Ser Val Gin Leu His Asp Ser Gly Asn Tyr Ser Cys> 

290 300 310 320 330 

**** * * * * * * 

TAC CGG GCC GGC CGC CCA GCT GGG ACT GTG CAC TTG CTG GTG GAT GTT 

Tyr Arg Ala Gly Arg Pro Ala Gly Thr Val His Leu Leu Val Asp Val> 

340 350 360 370 380 



CCC CCC GAG GAG CCC CAG CTC TCC TGC TTC CGG AAG AGC CCC CTC AGC 
Pro Pro Glu Glu Pro Gin Leu Ser Cys Phe Arg Lys Ser Pro Leu Ser> 

390 400 410 420 430 

* * * ******* 

AAT GTT GTT TGT GAG TGG GGT CCT CGG AGC ACC CCA TCC CTG ACG ACA 
Asn Val Val Cys Glu Trp Gly Pro Arg Ser Thr Pro Ser Leu Thr Thr> 

440 450 460 470 480 

* * * * * * * *** 

AAG GCT GTG CTC TTG GTG AGG AAG TTT CAG AAC AGT CCG GCC GAA GAC 
Lys Ala Val Leu Leu Val Arg Lys Phe Gin Asn Ser Pro Ala Glu Asp> 

490 500 510 520 

TTC CAG GAG CCG TGC CAG TAT TCC CAG GAG TCC CAG AAG TTC TCC TGC 
Phe Gin Glu Pro Cys Gin Tyr Ser Gin Glu Ser Gin Lys Phe Ser Cys> 

530 540 550 56C 570 

CAG TTA GCA GTC CCG GAG GGA GAC AGC TCT TTC TAC ATA GTG TCC ATG 
Gin Leu Ala Val Pro Glu Gly Asp Ser Ser Phe Tyr He Val Ser Met> 

SUBSTITUTE SHEET (RULE 26) 



WO 00/18932 




PCT/LS99/2204 



29/63 



Fiq.24B. 

620 



^80 590 600 610 



TGC GTC GCC AGT AGT GTC GGG AGC AAG TTC AGG AAA ACT CAA ACC TTT 
Cys Val Ala Ser Ser Val Gly Ser Lys Phe Ser Lys Thr Gin Thr Phe> 



63 ° 640 650 660 



670 



CAG GGT TGT GGA ATC TTG CAG CCT GAT CCG CCT GCC AAC ATC ACA GTC 
Gin Gly Cys Gly lie Leu Gin Pro Asp Pro Pro Ala Asn lie Thr Val: 



680 690 700 710 



720 



ACT GCC GTG GCC AGA AAC CCC CGC TGG CTC AGT GTC ACC TGG CAA GAC 

Thr Ala Val Ala Arg Asn Pro Arg Trp Leu Ser Val Thr Trp Gin Asp> 

730 740 -750 760 

* * * * * * * * * 

CCC CAC TCC TGG AAC TCA TCT TTC TAC AGA CTA CGG TTT GAG CTC AGA 

Pro His Ser Trp Asn Ser Ser Phe Tyr Arg Leu Arg Phe Glu Leu Arg> 

770 780 790 800 810 

****** * * * * 

TAT CGG GCT GAA CGG TCA AAG ACA TTC ACA ACA TGG ATG GTC AAG GAC 

Tyr Arg Ala Glu Arg Ser Lys Thr Phe Thr Thr Trp Met Val Lys Asp 



820 830 840 850 860 



* 



CTC CAG CAT CAC TGT GTC ATC CAC GAC GCC TGG AGC GGC CTG AGG CAC 
Leu Gin His His Cys Val lie His Asp Ala Trp Ser Gly Leu Arg His 



> 



> 



870 880 890 900 



910 



* 



GTG GTG CAG CTT CGT GCC CAG GAG GAG TTC GGG CAA GGC GAG TGG AGC 
Val Val Gin Leu Arg Ala Gin Glu Glu Phe Gly Gin Gly Glu Trp Ser> 

920 930 940 950 960 

** ***** *** 

GAG TGG AGC CCG GAG GCC ATG GGC ACG CCT TGG ACA GAA TCC AGG AGT 
Glu Trp Ser Pro Glu Ala Met Gly Thr Pro Trp Thr Glu Ser Arg Ser> 

970 980 990 1000 

* *** ** * ** 

CCT CCA GCT GAG AAC GAG GTG TCC ACC CCC ATG ACC GGT GGC GCG CCT 
Pro Pro Ala Glu Asn Glu Val Ser Thr Pro Met Thr Gly Gly Ala Pro> 

1010 1020 1030 1040 1050 

* ***** + *** 

TCA GGT GCT CAG CTG GAA CTT CTA GAC CCA TGT GGT TAT ATC AGT CCT 
Ser Gly Ala Gin Leu Glu Leu Leu Asp Pro Cys Gly Tyr lie Ser Pro 

!060 1070 1080 1090 U00 

* * *** « *** 

GAA TCT CCA GTT GTA CAA CTT CAT TCT AAT TTC ACT GCA GTT TGT GTG 
Glu Ser Pro Val Val Gin Leu His Ser Asn Phe Thr Ala Val Cys Val> 

1120 1130 1140 use 

CTA AAG GAA AAA TGT ATG GAT TAT TTT CAT GTA AAT GCT AAT TAC ATT 
Leu Lys Glu Lys Cys Met Asp Tyr Phe His Val Asn Ala Asn Tyr Ile> 

1160 1170 1180 1190 1200 



SUBSTITUTE SHEET (RULE 26) 



W O 00/18931 



PCT/US99 2204 



Fig.24C. 



30/63 



GTC TGG AAA ACA AAC CAT TTT ACT ATT CCT AAG GAG CAA TAT ACT ATC 

Val Trp Lys Thr As:; His Phe Thr He Pro Lys Glu Gin Tyr Thr Ile> 

1210 1220 1230 1240 

ATA AAC AGA ACA GCA TCC AGT GTC ACC TTT ACA GAT ATA GCT TCA TTA 

He Asn Arg Thr Ala Ser Ser Val Thr Phe Thr Asp He Ala Ser Leu> 



12S0 1260 1270 1280 



1290 



AAT ATT CAG CTC ACT TGC AAC ATT CTT ACA TTC GGA CAG CTT GAA CAG 
Asn He Gin Leu Thr Cys Asn He Leu Thr Phe Gly Gin Leu Glu Gln> 



I 300 1310 1320 1330 



1340 



AAT GTT TAT GGA ATC ACA ATA ATT TCA GGC TTG CCT CCA GAA AAA CCT 
Asn Val Tyr Gly He Thr He He Ser Gly Leu Pro Pro Glu Lys Pro> 



1350 1360 1370 1380 



1390 



■ * 

AAA AAT TTG AGT TGC ATT GTG AAC GAG GGG AAG AAA ATG AGG TGT GAG 
Lys Asn Leu Ser Cys lie Val Asn Glu Gly Lys Lys Met Arg Cys Glu> 

1400 1410 1420 1430 1440 

***** ***** 
TGG GAT GGT GGA AGG GAA ACA CAC TTG GAG ACA AAC TTC ACT TTA AAA 
Trp Asp Gly Gly Arg Glu Thr His Leu Glu Thr Asn Phe Thr Leu Lys> 

1450 1460 1470 1480 

* ** * * * * * * 

TCT GAA TGG GCA ACA CAC AAG TTT GCT GAT TGC AAA GCA AAA CGT GAC 
Ser Glu Trp Ala Thr His Lys Phe Ala Asp Cys Lys Ala Lys Arg Asp> 

1490 1500 1510 1520 1530 

*** ******* 

ACC CCC ACC TCA TGC ACT GTT GAT TAT TCT ACT GTG TAT TTT GTC AAC 

Thr Pro Thr Ser Cys Thr Val Asp Tyr Ser Thr Val Tyr Phe Val Asn> 

1S40 1550 1560 1570 1580 

** * ** **** 

ATT GAA GTC TGG GTA GAA GCA GAG AAT GCC CTT GGG AAG GTT ACA TCA 
He Glu Val Trp Val Glu Ala Glu Asn Ala Leu Gly Lys Val Thr Ser> 

1^90 1600 1610 1620 1630 

*** * * + 

GAT CAT ATC AAT TTT GAT CCT GTA TAT AAA GTG AAG CCC AAT CCG CCA 

Asp His He Asn Phe Asp Pro Val Tyr Lys Val Lys Pro Asn Pro Pro 

1640 1650 1660 1670 1680 

* 

CAT AAT TTA TCA GTG ATC AAC TCA GAG GAA CTG TCT AGT ATC TTA AAA. 

His Asn Leu Ser Val He Asn Ser Glu Glu Leu Ser Ser He Leu Lys> 

1690 1700 1710 1720 

TTG ACA TGG ACC AAC CCA AGT ATT AAG AGT GTT ATA ATA CTA AAA TA^ 
Leu Thr Trp Thr Asn Pro Ser lie Lys Ser Val lie He Leu Lys Tyr> 

1730 1^40 1750 1760 1770 

* 

AAC ATT CAA TAT AGG ACC AAA GAT GCC TCA ACT TGG AGC CAG ATT CCT 

Asn He Gin Tyr Arg Thr Lys Asp Ala Ser Thr Trp Ser Gin He Pro 
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1780 1790 1800 1810 1820 

* * * * * * * * 

CCT GAA GAC ACA GCA TCC ACC CGA TCT TCA TTC ACT GTC CAA GAC CTT 
Pro Glu Asp Thr Ala Ser Thr Arg Ser Ser Phe Thr Val Gin Asp Leu> 



1830 1840 1850 1860 



1870 



AAA CCT TTT ACA GAA TAT GTG TTT AGG ATT CGC TGT ATG AAG GAA GAT 

Lys Pro Phe Thr Glu Tyr Val Phe Arg lie Arg Cys Met Lys Glu Asp> 

1880 1890 1900 1910 1920 

GGT AAG GGA TAC TGG AGT GAC TGG AGT GAA GAA GCA AGT GGG ATC ACC 

Gly Lys Gly Tyr Trp Ser Asp Trp Ser Glu Glu Ala Ser Gly lie Thr> 

1930 1940 1950 i960 

* ***** * * * 

TAT GAA GAT AG A CCA TCT AAA GCA CCA AGT TTC TGG TAT AAA ATA GAT 

Tyr Glu Asp Arg Pro Ser Lys Ala Pro Ser Phe Trp Tyr Lys He Asp> 

1 ^70 1980 1990 2000 2010 

*** * * * * *** 

CCA TCC CAT ACT CAA GGC TAC AGA ACT GTA CAA CTC GTG TGG AAG ACA 

Pro Ser His Thr Gin Gly Tyr Arg Thr Val Gin Leu Val Trp Lys Thr> 

2020 2030 2040 2050 2060 

** * * * * * * * 

TTG CCT CCT TTT GAA GCC AAT GGA AAA ATC TTG GAT TAT GAA GTG ACT 

Leu Pro Pro Phe Glu Ala Asn Gly Lys He Leu Asp Tyr Glu Val Thr> 

2070 2080 2090 2100 2110 



* 



CTC ACA AGA TGG AAA TCA CAT TTA CAA AAT TAC ACA GTT AAT GCC ACA 

Leu Thr Arg Trp Lys Ser His Leu Gin Asn Tyr Thr Val Asn Ala Thr> 

2120 2130 2140 2150 2160 

* * * * * * * * * * 

AAA CTG ACA GTA AAT CTC ACA AAT GAT CGC TAT CTA GCA ACC CTA ACA 

Lys Leu Thr Val Asn Leu Thr Asn Asp Arg Tyr Leu Ala Thr Leu Thr> 

2170 2180 2190 2200 

* ***** * * * 

GTA AGA AAT CTT GTT GGC AAA TCA GAT GCA GCT GTT TTA ACT ATC CCT 

Val Arg Asn Leu Val Gly Lys Ser Asp Ala Ala Val Leu Thr He Pro> 

2210 2220 2230 2240 2250 

******* *** 

GCC TGT GAC TTT CAA GCT ACT CAC CCT GTA ATG GAT CTT AAA GCA TTC 

Ala Cys Asp Phe Gin Ala Thr His Pro Val Met Asp Leu Lys Ala Phe> 

2260 2270 2280 2290 2300 

* * * * * * * ^ ^ 

CCC AAA GAT AAC ATG CTT TGG GTG GAA TGG ACT ACT CCA AGG GAA TCT 

Pro Lys Asp Asn Met Leu Trp Val Glu Trp Thr Thr Pro Arg Glu Ser> 



2310 2320 2330 2340 



2350 



- » 

GTA AAG AAA TAT ATA CTT GAG TGG TGT GTG TTA TCA GAT AAA GCA CCC 

Val Lys Lys Tyr He Leu Glu Trp Cys Val Leu Ser Asp Lys Ala Pro> 

2360 2370 2380 2390 2400 
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TGT ATC ACA GAC TGG CAA CAA GAA GAT GGT ACC GTG CAT CGC ACC TAT 

Cys lie Thr Asp Trp Gin Gin Glu Asp Gly Thr Val His Arg Thr Tyr> 

241 0 2420 2430 2440 

* 

TTA AGA GGG AAC TTA GCA GAG AGC AAA TGC TAT TTG ATA ACA GTT ACT 

Leu Arg Gly Asn Leu Ala Glu Ser Lys Cys Tyr Leu He Thr Val Thr> 



2450 2460 2470 2480 



2490 



CCA GTA TAT GCT GAT GGA CCA GGA AGC CCT GAA TCC ATA AAG GCA TAC 
Pro Val Tyr Ala Asp Gly Pro Gly Ser Pro Glu Ser He Lys Ala Tyr; 

2500 2510 2520 2530 



2540 



CTT AAA CAA GCT CCA CCT TCC AAA GGA CCT ACT GTT CGG ACA AAA AAA 
Leu Lys Gin Ala Pro Pro Ser Lys Gly Pro Thr Val Arg Thr Lys Lys> 



2550 2560 2570 2580 



2590 



GTA GGG AAA AAC GAA GCT GTC TTA GAG TGG GAC CAA CTT CCT GTT GAT 
Val Gly Lys Asn Glu Ala Val Leu Glu Trp Asp Gin Leu Pro Val Asp> 



26 °0 2610 2620 2630 



2640 



GTT CAG AAT GGA TTT ATC AGA AAT TAT ACT ATA TTT TAT AGA ACC ATC 
Val Gin Asn Gly Phe He Arg Asn Tyr Thr He Phe Tyr Arg Thr Ile> 

2650 2660 2670 2680 

* ***** * * * 

ATT GGA AAT GAA ACT GCT GTG AAT GTG GAT TCT TCC CAC ACA GAA TAT 

He Gly Asn Glu Thr Ala Val Asn Val Asp Ser Ser His Thr Glu Tyr> 

2690 2700 2710 2720 2730 

****** * *** 

ACA TTG TCC TCT TTG ACT AGT GAC ACA TTG TAC ATG GTA CGA ATG GCA 

Thr Leu Ser Ser Leu Thr Ser Asp Thr Leu Tyr Met Val Arg Met Ala> 



2740 2750 2760 2770 



2780 



GCA TAC ACA GAT GAA GGT GGG AAG GAT GGT CCA GAA TTC ACT TTT ACT 
Ala Tyr Thr Asp Glu Gly Gly Lys Asp Gly Pro Glu Phe Thr Phe Thr> 



279 ° 2800 2810 2820 



2830 



ACC CCA AAG TTT GCT CAA GGA GAA ATT GAA TCC GGG GGC GAC AAA ACT 

Thr Pro Lys Phe Ala Gin Gly Glu He Glu Ser Gly Gly Asp Lys Thr> 

2840 2850 2860 2870 2880 

CAC ACA TGC CCA CCG TGC CCA GCA CCT GAA CTC CTG GGG GGA CCG TCA 

His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser> 

2890 2900 2910 2920 

* 

GTC TTC CTC TTC CCC CCA AAA CCC AAG GAC ACC CTC ATG ATC TCC CGG 

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lie Ser Arg> 

2930 2*40 2 ^50 2960 2970 

ACC CCT GAG GTC ACA TGC GTG GTG GTG GAC GTG AGC CAC GAA GAC CCT 
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Thr Pro Glu Val Thr Cys Val Val Vai Asp Val Ser His Glu Asp Pro> 

2980 2990 3000 3010 3020 

* 

GAG GTC AAG TTC AAC TGG TAC GTG GAC G3C GTG GAG GTG CAT AAT GCC 

Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala- 



3030 3040 3050 3060 



3070 



- * 

AAG ACA AAG CCG CGG GAG GAG CAG TAC AAC AGC ACG TAC CGT GTG GTC 
Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg Val Val: 



3080 3090 3100 3110 



3120 



AGC GTC CTC ACC GTC CTG CAC CAG GAC TGG CTG AAT GGC AAG GAG TAC 
Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu Tyr> 

3130 3140 3150 3160 

* 

AAG TGC AAG GTC TCC AAC AAA GCC CTC CCA GCC CCC ATC GAG AAA ACC 

Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro He Glu Lys Thr> 



3170 3180 3190 3200 



3210 



* 



ATC TCC AAA GCC AAA GGG CAG CCC CGA GAA CCA CAG GTG TAC ACC CTG 
He Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu> 



3220 3230 3240 3250 



* 



3260 



CCC CCA TCC CGG GAT GAG CTG ACC AAG AAC CAG GTC AGC CTG ACC TGC 
Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser Leu Thr Cys> 

327 ° 3280 3290 3300 3310 

********** 
CTG GTC AAA GGC TTC TAT CCC AGC GAC ATC GCC GTG GAG TGG GAG AGC 
Leu Val Lys Gly Phe Tyr Pro Ser Asp He Ala Val Glu Trp Glu Ser> 

3320 3330 3340 3350 3360 

* * * * ***** 

AAT GGG CAG CCG GAG AAC AAC TAC AAG ACC ACG CCT CCC GTG CTG GAC 

Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp> 

3370 3380 3390 3400 

* ** * * * * * + 

TCC GAC GGC TCC TTC TTC CTC TAC AGC AAG CTC ACC GTG GAC AAG AGC 
Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser> 



3410 3420 3430 3440 



3450 



AGG TGG CAG CAG GGG AAC GTC TTC TCA TGC TCC GTG ATG CAT GAG GCT 
Arg Trp Gin Gin Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala: 



3460 3470 3480 3490 



3500 



■ * 

CTG CAC AAC CAC TAC ACG CAG AAG AGC CTC TCC CTG TCT CCG GGT AAA 
Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro Gly Lys: 
* 

TGA 
* * * > 
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10 20 30 40 

* * * * 

ATG GTG GCC GTC GGC TGC GCG CTG CTG GCT GCC CTG CTG GCC GCG CCG 

Met Val Ala Val Gly Cys Ala Leu Leu Ala Ala Leu Leu Ala Ala Pro 

50 60 70 80 90 

*** * * * * * * * 

GGA GCG GCG CTG GCC CCA AGG CGC TGC CCT GCG CAG GAG GTG GCA AGA 
Gly Ala Ala Leu Ala Pro Arg Arg Cys Pro Ala Gin Glu Val Ala Arg> 

100 110 120 130 140 

* * * * * * * * 

GGC GTG CTG ACC AGT CTG CCA GGA GAC AGC GTG ACT CTG ACC TGC CCG 
Gly Val Leu Thr Ser Leu Pro Gly Asp Ser Val Thr Leu Thr Cys Pro 



ISO 160 170 180 



* * * * * 



190 



GGG GTA GAG CCG GAA GAC AAT GCC ACT GTT CAC TGG GTG CTC AGG AAG 
Gly Val Glu Pro Glu Asp Asn Ala Thr Val His Trp Val Leu Arg Lys> 



200 210 220 230 



240 



CCG GCT GCA GGC TCC CAC CCC AGC AGA TGG GCT GGC ATG GGA AGG AGG 

Pro Ala Ala Gly Ser His Pro Ser Arg Trp Ala Gly Met Gly Arg Arg> 

250 260 270 280 

*** * * * * * * 

CTG CTG CTG AGG TCG GTG CAG CTC CAC GAC TCT GGA AAC TAT TCA TGC 

Leu Leu Leu Arg Ser Val Gin Leu His Asp Ser Gly Asn Tyr Ser Cys> 

290 300 310 320 



330 



* 



TAC CGG GCC GGC CGC CCA GCT GGG ACT GTG CAC TTG CTG GTG GAT GTT 
Tyr Arg Ala Gly Arg Pro Ala Gly Thr Val His Leu Leu Val Asp Val> 

3 40 350 360 370 380 

* * * * * * * * * 

CCC CCC GAG GAG CCC CAG CTC TCC TGC TTC CGG AAG AGC CCC CTC AGC 
Pro Pro Glu Glu Pro Gin Leu Ser Cys Phe Arg Lys Ser Pro Leu Ser> 

390 400 410 420 430 

*** ***** ** 

AAT GTT GTT TGT GAG TGG GGT CCT CGG AGC ACC CCA TCC CTG ACG ACA 
Asn Val Val Cys Glu Trp Gly Pro Arg Ser Thr Pro Ser Leu Thr Thr> 

440 450 460 470 480 

* 

AAG GCT GTG CTC TTG GTG AGG AAG TTT CAG AAC AGT CCG GCC GAA GAC 

Lys Ala Val Leu Leu Val Arg Lys Phe Gin Asn Ser Pro Ala Glu Asp> 

490 500 510 520 

* * * * * * * * * 

TTC CAG GAG CCG TGC CAG TAT TCC CAG GAG TCC CAG AAG TTC TCC TGC 
Phe Gin Glu Pro Cys Gin Tyr Ser Gin Glu Ser Gin Lys Phe Ser Cys> 

"0 540 550 560 



570 



* * 

CAG TTA GCA GTC CCG GAG GGA GAC AGC TCT TTC TAC ATA GTG TCC ATG 

Gin Leu Ala Val Pro Glu Gly Asp Ser Ser Phe Tyr lie Val Ser Met> 
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580 590 600 610 620 

TGC GTC GCC AGT AGT GTC GGG AGC AAG TTC AGC AAA ACT CAA ACC TTT 
Cys Val Ala Ser Ser Val Gly Ser Lys Phe Ser Lys Thr Gin Thr Phe; 



63 ° 640 650 660 



670 



CAG GGT TGT GGA ATC TTG CAG CCT GAT CCG CCT GCC AAC ATC ACA GTC 
Gin Gly Cys Gly lie Leu Gin Pro Asp Pro Pro Ala Asn lie Thr Val> 

68 ° 690 700 710 720 

* * * * * ** * A 

ACT GCC GTG GCC AGA AAC CCC CGC TGG CTC AGT GTC ACC TGG CAA GAC 
Thr Ala Val Ala Arg Asn Pro Arg Trp Leu Ser Val Thr Trp Gin Asp> 

*730 740 750 760 

* ******** 
CCC CAC TCC TGG AAC TCA TCT TTC TAC AGA CTA CGG TTT GAG CTC AGA 
Pro His Ser Trp Asn Ser Ser Phe Tyr Arg Leu Arg Phe Glu Leu Arg> 

770 780 790 800 810 

******** 
TAT CGG GCT GAA CGG TCA AAG ACA TTC ACA ACA TGG ATG GTC AAG GAC 
Tyr Arg Ala Glu Arg Ser Lys Thr Phe Thr Thr Trp Met Val Lys Asp> 

82 ° 830 840 850 860 

* * ******* 

CTC CAG CAT CAC TGT GTC ATC CAC GAC GCC TGG AGC GGC CTG AGG CAC 

Leu Gin His His Cys Val He His Asp Ala Trp Ser Gly Leu Arg His> 



S70 880 890 900 



910 



GTG GTG CAG CTT CGT GCC CAG GAG GAG TTC GGG CAA GGC GAG TGG AGC 
Val Val Gin Leu Arg Ala Gin Glu Glu Phe Gly Gin Gly Glu Trp Ser> 

920 930 940 950 960 

** *******^ 

GAG TGG AGC CCG GAG GCC ATG GGC ACG CCT TGG ACA GAA TCG CGA TCG 
Glu Trp Ser Pro Glu Ala Met Gly Thr Pro Trp Thr Glu Ser Arg Ser> 

970 980 990 1000 

* ******** 

CCT CCA GCT GAG AAC GAG GTG TCC ACC CCC ATG GAA CTT CTA GAC CCA 
Pro Pro Ala Glu Asn Glu Val Ser Thr Pro Met Glu Leu Leu Asp Pro 



1010 1020 1030 1040 



1050 



TGT GGT TAT ATC AGT CCT GAA TCT CCA GTT GTA CAA CTT CAT TCT AAT 
Cys Gly Tyr He Ser Pro Glu Ser Pro Val Val Gin Leu His Ser Asn> 



1Q 60 1070 1080 1090 



1100 



TTC ACT GCA GTT TGT GTG CTA AAG GAA AAA TGT ATG GAT TAT TTT CAT 
Phe Thr Ala Val Cys Val Leu Lys Glu Lys Cys Met Asp Tyr Phe His: 



1 1 1 0 1120 1130 1140 



1150 



GTA AAT GCT AAT TAC ATT GTC TGG AAA ACA AAC CAT TTT ACT ATT CCT 
Val Asn Ala Asn Tyr He Val Trp Lys Thr Asn His Phe Thr He Pro> 

1160 H70 1180 H90 i 200 

* * * . * 
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AAG GAG CAA TAT ACT ATC ATA AAC AGA ACA GCA TCC AGT GTC ACC TTT 

Lys Glu Gin Tyr Thr lie He Asn Arg Thr Ala Ser Ser Val Thr Phe: 



1210 1220 1230 



1240 



ACA GAT ATA GCT TCA TTA AAT ATT CAG CTC ACT TGC AAC ATT CTT ACA 
Thr Asp He Ala Ser Leu Asn He Gin Leu Thr Cys Asn He Leu Thr> 



1250 1260 1270 1280 



1290 



TTC GGA CAG CTT GAA CAG AAT GTT TAT GGA ATC ACA ATA ATT TCA GGC 
Phe Gly Gin Leu Glu Gin Asn Val Tyr Gly He Thr He lie Ser Gly> 

1300 1310 1320 1330 1340 

******** 
TTG CCT CCA GAA AAA CCT AAA AAT TTG AGT TGC ATT GTG AAC GAG GGG 
Leu Pro Pro Glu Lys Pro Lys Asn Leu Ser Cys He Val Asn Glu Gly> 

1350 1360 1370 1380 1390 

******* 

AAG AAA ATG AGG TGT GAG TGG GAT GGT GGA AGG GAA ACA CAC TTG GAG 
Lys Lys Met Arg Cys Glu Trp Asp Gly Gly Arg Glu Thr His Leu Glu> 



1400 1410 1420 1430 



1440 



ACA AAC TTC ACT TTA AAA TCT GAA TGG GCA ACA CAC AAG TTT GCT GAT 
Thr Asn Phe Thr Leu Lys Ser Glu Trp Ala Thr His Lys Phe Ala Asp> 



* 



1450 1460 1470 1480 



TGC AAA GCA AAA CGT GAC ACC CCC ACC TCA TGC ACT GTT GAT TAT TCT 

Cys Lys Ala Lys Arg Asp Thr Pro Thr Ser Cys Thr Val Asp Tyr Ser> 

1490 1500 1510 1520 1530 

****** **** 

ACT GTG TAT TTT GTC AAC ATT GAA GTC TGG GTA GAA GCA GAG AAT GCC 

Thr Val Tyr Phe Val Asn He Glu Val Trp Val Glu Ala Glu Asn Ala> 

1540 1550 1560 1570 1580 

** *** * * * 

CTT GGG AAG GTT ACA TCA GAT CAT ATC AAT TTT GAT CCT GTA TAT AAA 

Leu Gly Lys Val Thr Ser Asp His He Asn Phe Asp Pro Val Tyr Lys> 



1590 1600 1610 1620 



1630 



w * 

GTG AAG CCC AAT CCG CCA CAT AAT TTA TCA GTG ATC AAC TCA GAG GAA 

Val Lys Pro Asn Pro Pro His Asn Leu Ser Val He Asn Ser Glu Glu> 

1640 1650 1660 1670 1680 

CTG TCT AGT ATC TTA AAA TTG ACA TGG ACC AAC CCA AGT ATT AAG AGT 

Leu Ser Ser He Leu Lys Leu Thr Trp Thr Asn Pro Ser He Lys Ser> 

1690 1700 1710 1720 

* 

GTT ATA ATA CTA AAA TAT AAC ATT CAA TAT AGG ACC AAA GAT GCC TCA 

Val He He Leu Lys Tyr Asn He Gin Tyr Arg Thr Lys Asp Ala Ser> 



1? 30 1740 1750 1760 



1770 



ACT TGG AGC CAG ATT CCT CCT GAA GAC ACA GCA TCC ACC CGA TCT TCA 
Thr Trp Ser Gin He Pro Pro Glu Asp Thr Ala Ser Thr Arg Ser Ser: 
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* * * 

TTC ACT GTG CAA GAC CTT AAA CCT TTT ACA GAA TAT GTG TTT AGG ATT 

Phe Thr Val Gin Asp Leu Lys Pro Phe Thr Glu Tyr Val Phe Arg Il e > 



1830 1840 18S0 1860 



1870 



CGC TGT ATG AAG GAA GAT GGT AAG GGA TAC TGG AGT GAC TGG AGT GAA 
Arg Cys Met Lys Glu Asp Gly Lys Gly Tyr Trp Ser Asp Trp Ser Glu> 

188 ° 1890 1900 1910 1920 

********** 
GAA GCA AGT GGG ATC ACC TAT GAA GAT AGA CCA TCT AAA GCA CCA AGT 
Glu Ala Ser Gly He Thr Tyr Glu Asp Arg Pro Ser Lys Ala Pro Ser> 

1930 1940 1950 I960 

* * * * ***** 

TTC TGG TAT AAA ATA GAT CCA TCC CAT ACT CAA GGC TAC AGA ACT GTA 
Phe Trp Tyr Lys He Asp Pro Ser His Thr Gin Gly Tyr Arg Thr Val> 

1970 1980 1990 2000 2010 

* * * ******* 

CAA CTC GTG TGG AAG ACA TTG CCT CCT TTT GAA GCC AAT GGA AAA ATC 
Gin Leu Val Trp Lys Thr Leu Pro Pro Phe Glu Ala Asn Gly Lys Ile> 

2020 2 03 0 2040 2050 2060 

* * * ** * * * * 

TTG GAT TAT GAA GTG ACT CTC ACA AGA TGG AAA TCA CAT TTA CAA AAT 
Leu Asp Tyr Glu Val Thr Leu Thr Arg Trp Lys Ser His Leu Gin Asn> 



2070 2080 2090 2100 



★ 



2110 



TAC ACA GTT AAT GCC ACA AAA CTG ACA GTA AAT CTC ACA AAT GAT CGC 

Tyr Thr Val Asn Ala Thr Lys Leu Thr Val Asn Leu Thr Asn Asp Arg> 

2120 2130 2140 2150 2160 
********** 

TAT CTA GCA ACC CTA ACA GTA AGA AAT CTT GTT GGC AAA TCA GAT GCA 

Tyr Leu Ala Thr Leu Thr Val Arg Asn Leu Val Gly Lys Ser Asp Ala> 

2170 2180 2190 2200 

* ** * ** * * # 

GCT GTT TTA ACT ATC CCT GCC TGT GAC TTT CAA GCT ACT CAC CCT GTA 

Ala Val Leu Thr He Pro Ala Cys Asp Phe Gin Ala Thr His Pro Val> 



2210 2220 2230 2240 



2250 



" * 

ATG GAT CTT AAA GCA TTC CCC AAA GAT AAC ATG CTT TGG GTG GAA TGG 
Met Asp Leu Lys Ala Phe Pro Lys Asp Asn Met Leu Trp Val Glu Trp> 



2260 2270 2280 2290 



2300 



ACT ACT CCA AGG GAA TCT GTA AAG AAA TAT ATA CTT GAG TGG TGT GTG 
Thr Thr Pro Arg Glu Ser Val Lys Lys Tyr He Leu Glu Trp Cys Val> 



2310 2320 2330 2340 



2350 



* 

TTA TCA GAT AAA GCA CCC TGT ATC ACA GAC TGG CAA CAA GAA GAT GGT 
Leu Ser Asp Lys Ala Pro Cys He Thr Asp Trp Gin Gin Glu Asp Gly> 

2360 2370 2380 2390 2 400 
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ACC GTG CAT CGC ACC TAT TTA AGA GGG AAC TTA GCA GAG AGC AAA TGC 
Thr Val His Arg Thr Tyr Leu Arg Gly Asn Leu Ala Glu Ser Lys Cys> 

2410 2420 2430 2440 

TAT TTG ATA ACA GTT ACT CCA GTA TAT GCT GAT GGA CCA GGA AGC CCT 
Tyr Leu lie Thr Val Thr Pro Val Tyr Ala Asp Gly Pro Gly Ser Pro> 

2450 2460 2470 2480 2490 

* * * * *** * * * 

GAA TCC ATA AAG GCA TAC CTT AAA CAA GCT CCA CCT TCC AAA GGA CCT 
Glu Ser He Lys Ala Tyr Leu Lys Gin Ala Pro Pro Ser Lys Gly Pro> 

2500 2510 2520 2530 2540 

****** * * * 

ACT GTT CGG ACA AAA AAA GTA GGG AAA AAC GAA GCT GTC TTA GAG TGG 
Thr Val Arg Thr Lys Lys Val Gly Lys Asn Glu Ala Val Leu Glu Trp> 

2550 2560 2570 2580 2590 

* * * * * * * * * * 

GAC CAA CTT CCT GTT GAT GTT CAG AAT GGA TTT ATC AGA AAT TAT ACT 
Asp Gin Leu Pro Val Asp Val Gin Asn Gly Phe He Arg Asn Tyr Thr> 

2600 2610 2620 2630 2640 

********** 
ATA TTT TAT AGA ACC ATC ATT GGA AAT GAA ACT GCT GTG AAT GTG GAT 
He Phe Tyr Arg Thr He He Gly Asn Glu Thr Ala Val Asn Val Asp> 

2650 2660 2670 2680 

* ** * ** * ** 

TCT TCC CAC ACA GAA TAT ACA TTG TCC TCT TTG ACT AGT GAC ACA TTG 
Ser Ser His Thr Glu Tyr Thr Leu Ser Ser Leu Thr Ser Asp Thr Leu> 

26 90 2700 2710 2720 2730 

******* 
TAC ATG GTA CGA ATG GCA GCA TAC ACA GAT GAA GGT GGG AAG GAT GGT 
Tyr Met Val Arg Met Ala Ala Tyr Thr Asp Glu Gly Gly Lys Asp Gly> 

2740 2750 2760 2770 2780 

** * ** * * * * 

CCA GAA TTC ACT TTT ACT ACC CCA AAG TTT GCT CAA GGA GAA ATT GAA 
Pro Glu Phe Thr Phe Thr Thr Pro Lys Phe Ala Gin Gly Glu He Glu> 

2790 2800 2810 2820 2830 

********* 

TCC GGG GGC GAC AAA ACT CAC ACA TGC CCA CCG TGC CCA GCA CCT GAA 
Ser Gly Gly Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu> 

2840 2850 2860 2870 2880 

* 

CTC CTG GGG GGA CCG TCA GTC TTC CTC TTC CCC CCA AAA CCC AAG GAC 

Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp> 

2890 2900 2910 2920 

* * * * * * * 

ACC CTC ATG ATC TCC CGG ACC CCT GAG GTC ACA TGC GTG GTG GTG GAC 
Thr Leu Met He Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp> 

2930 2940 2950 2960 2970 

GTG AGC CAC GAA GAC CCT GAG GTC AAG TTC AAC TGG TAC GTG GAC GGC 
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Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly> 

2980 2990 3000 3010 3020 

GTG GAG GTG CAT AAT GCC AAG ACA AAG CCG CGG GAG GAG CAG TAC AAC 
Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn> 



3030 3040 3050 3060 



3070 



* 

AGC ACG TAC CGT GTG GTC AGC GTC CTC ACC GTC CTG CAC CAG GAC TGG 
Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gin Asp Trp> 

3080 3090 3100 3110 3120 

* 

CTG AAT GGC AAG GAG TAC AAG TGC AAG GTC TCC AAC AAA GCC CTC CCA 

Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro 

3130 3140 3150 3160 

* * * * * * * .« 

GCC CCC ATC GAG AAA ACC ATC TCC AAA GCC AAA GGG CAG CCC CGA GAA 

Ala Pro He Glu Lys Thr He Ser Lys Ala Lys Gly Gin Pro Arg Glu> 

3170 3180 3190 3200 3210 

********** 

CCA CAG GTG TAC ACC CTG CCC CCA TCC CGG GAT GAG CTG ACC AAG AAC 
Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn> 

3220 3230 3240 3250 3260 

** ******* 

CAG GTC AGC CTG ACC TGC CTG GTC AAA GGC TTC TAT CCC AGC GAC ATC 

Gin Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile> 



3270 3280 3290 3300 



3310 



GCC GTG GAG TGG GAG AGC AAT GGG CAG CCG GAG AAC AAC TAC AAG ACC 
Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr> 

3320 3330 3340 3350 3360 

* * * 

ACG CCT CCC GTG CTG GAC TCC GAC GGC TCC TTC TTC CTC TAC AGC AAG 

Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys> 

3370 3380 3390 3400 

* * ***.., 

CTC ACC GTG GAC AAG AGC AGG TGG CAG CAG GGG AAC GTC TTC TCA TGC 

Leu Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys> 



3410 3420 3430 3440 



3450 



TCC GTG ATG CAT GAG GCT CTG CAC AAC CAC TAC ACG CAG AAG AGC CTC 

Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu> 

3460 3470 
* * • 

TCC CTG TCT CCG GGT AAA TGA 

Ser Leu Ser Pro Gly Lys ***> 
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10 20 30 40 

* * * * * * * * * 

ATG GTG CTT CTG TGG TGT GTA GTG AGT CTC TAC TTT TAT GGA ATC CTG 
Met Val Leu Leu Trp Cys Val Val Ser Leu Tyr Phe Tyr Gly lie Leo 

50 60 70 80 90 

****** * * 

CAA AGT GAT GCC TCA GAA CGC TGC GAT GAG TGG GGA CTA GAC ACC ATG 

Gin Ser Asp Ala Ser Glu Arg Cys Asp Asp Trp Gly Leu Asp Thr Met> 

100 110 120 130 140 

** * * * * *** 

AGG CAA ATC CAA GTG TTT GAA GAT GAG CCA GCT CGC ATC AAG TGC CCA 
Arg Gin lie Gin Val Phe Glu Asp Glu Pro Ala Arg He Lys Cys Pro 

150 160 170 180 190 



* 



CTC TTT GAA CAC TTC TTG AAA TTC AAC TAC AGC ACA GCC CAT TCA GCT 

Leu Phe Glu His Phe Leu Lys Phe Asn Tyr Ser Thr Ala His Ser Ala> 

200 210 220 230 240 

********** 

GGC CTT ACT CTG ATC TGG TAT TGG ACT AGG CAG GAC CGG GAC CTT GAG 

Gly Leu Thr Leu He Trp Tyr Trp Thr Arg Gin Asp Arg Asp Leu Glu> 

250 260 270 280 

* * * * * * * * * 

GAG CCA ATT AAC TTC CGC CTC CCC GAG AAC CGC ATT AGT AAG GAG AAA 

Glu Pro He Asn Phe Arg Leu Pro Glu Asn Arg lie Ser Lys Glu Lys> 

290 300 310 320 330 

****** * * * * 

GAT GTG CTG TGG TTC CGG CCC ACT CTC CTC AAT GAC ACT GGC AAC TAT 

Asp Val Leu Trp Phe Arg Pro Thr Leu Leu Asn Asp Thr Gly Asn Tyr> 

340 350 360 370 380 

** *** * * * * 

ACC TGC ATG TTA AGG AAC ACT ACA TAT TGC AGC AAA GTT GCA TTT CCC 

Thr Cys Met Leu Arg Asn Thr Thr Tyr Cys Ser Lys Val Ala Phe Pro 

390 400 410 420 430 

** * * * * * * * * 

TTG GAA GTT GTT CAA AAA GAC AGC TGT TTC AAT TCC CCC ATG AAA CTC 

Leu Glu Val Val Gin Lys Asp Ser Cys Phe Asn Ser Pro Met Lys Leu> 

440 450 460 470 480 

********** 

CCA GTG CAT AAA CTG TAT ATA GAA TAT GGC ATT CAG AGG ATC ACT TGT 

Pro Val His Lys Leu Tyr He Glu Tyr Gly lie Gin Arg He Thr Cys> 

490 500 510 520 

* 

CCA AAT GTA GAT GGA TAT TTT CCT TCC AGT GTC AAA CCG ACT ATC ACT 

Pro Asn Val Asp Gly Tyr Phe Pro Ser Ser Val Lys Pro Thr He Thr> 

S30 S40 550 560 570 

* ***** * * » 

TGG TAT ATG GGC TGT TAT AAA ATA CAG AAT TTT AAT AAT GTA ATA CCC 

Trp Tyr Met Gly Cys Tyr Lys He Gin Asn Phe Asn Asn Val He Pro> 
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S8 0 590 600 610 620 

* * * * * * * * «. 

GAA GGT ATG AAC TTG AGT TTC CTC ATT GCC TTA ATT TCA AAT AAT GGA 
Glu Gly Met Asn Leu Ser Phe Leu He Ala Leu He Ser Asn Asn Gly; 



630 640 650 660 



670 



AAT TAC ACA TGT GTT GTT ACA TAT CCA GAA AAT GGA CGT ACG TTT CAT 
Asn Tyr Thr Cys Val Val Thr Tyr Pro Glu Asn Gly Arg Thr Phe His> 



680 690 700 710 



?20 



CTC ACC AGG ACT CTG ACT GTA AAG GTA GTA GGC TCT CCA AAA AAT GCA 
Leu Thr Arg Thr Leu Thr Val Lys Val Val Gly Ser Pro Lys Asn Ala> 

7 30 740 750 760 

* * * * * * * * * 

GTG CCC CCT GTG ATC CAT TCA CCT AAT GAT CAT GTG GTC TAT GAG AAA 
Val Pro Pro Val He His Ser Pro Asn Asp His Val Val Tyr Glu Lys> 

770 7 80 790 800 810 

********** 

GAA CCA GGA GAG GAG CTA CTC ATT CCC TGT ACG GTC TAT TTT AGT TTT 
Glu Pro Gly Glu Glu Leu Leu He Pro Cys Thr Val Tyr Phe Ser Phe> 

820 830 840 850 860 



CTG ATG GAT TCT CGC AAT GAG GTT TGG TGG ACC ATT GAT GGA AAA AAA 

Leu Met Asp Ser Arg Asn Glu Val Trp Trp Thr He Asp Gly Lys Lys> 

8*70 880 890 900 910 

* * * * * * * * * * 

CCT GAT GAC ATC ACT ATT GAT GTC ACC ATT AAC GAA AGT ATA AGT CAT 

Pro Asp Asp He Thr He Asp Val Thr He Asn Glu Ser He Ser His> 

920 930 940 950 960 

* * *** + * 

AGT AGA ACA GAA GAT GAA ACA AGA ACT CAG ATT TTG AGC ATC AAG AAA 

Ser Arg Thr Glu Asp Glu Thr Arg Thr Gin He Leu Ser He Lys Lys> 

970 980 990 1000 

**** * * *** 

GTT ACC TCT GAG GAT CTC AAG CGC AGC TAT GTC TGT CAT GCT AGA AGT 

Val Thr Ser Glu Asp Leu Lys Arg Ser Tyr Val Cys His Ala Arg Ser> 

1010 1020 1030 1040 1050 

* *** * * * *** 

GCC AAA GGC GAA GTT GCC AAA GCA GCC AAG GTG AAG CAG AAA GTG CCA 

Ala Lys Gly Glu Val Ala Lys Ala Ala Lys Val Lys Gin Lys Val Pro 

1060 1070 1080 1090 1100 

* * *** * * * „ 

GCT CCA AGA TAC ACA GTG TCC GGT GGC GCG CCT ATG CTG AGC GAG GCT 

Ala Pro Arg Tyr Thr Val Ser Gly Gly Ala Pro Met Leu Ser Glu Ala> 



1110 1120 1130 1140 



1150 



GAT AAA TGC AAG GAA CGT GAA GAA. AAA ATA ATT TTA GTG TCA TCT GCA 
Asp Lys Cys Lys Glu Arg Glu Glu Lys He He Leu Val Ser Ser Al 



a > 



1160 H70 1 180 H90 



1200 
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AAT GAA ATT GAT GTT CGT CCC TGT CCT CTT AAC CCA AAT GAA CAC AAA 

Asn Glu lie Asp Va 1 Arg Pro Cys Pro Leu Asn Pro Asn GIu His Lys> 

1210 1220 1230 1240 

* * * * * * * + + 

GGC ACT ATA ACT TGG TAT AAG GAT GAC AGC AAG ACA CCT GTA TCT ACA 
Gly Thr He Thr Trp Tyr Lys Asp Asp Ser Lys Thr Pro Val Ser Thr> 

1 250 1260 1270 1280 1290 

* * * * * * * * * ^ 

GAA CAA GCC TCC AGG ATT CAT CAA CAC AAA GAG AAA CTT TGG TTT GTT 
Glu Gin Ala Ser Arg lie His Gin His Lys Glu Lys Leu Trp Phe Val> 

1300 1310 1320 1330 1340 

* * * * * * * * * 

CCT GCT AAG GTG GAG GAT TCA GGA CAT TAC TAT TGC GTG GTA AGA AAT 
Pro Ala Lys Val Glu Asp Ser Gly His Tyr Tyr Cys Val Val Arg Asn> 

1350 1360 1370 1380 1390 

* * * + * * * * * ^ 

TCA TCT TAC TGC CTC AGA ATT AAA ATA AGT GCA AAA TTT GTG GAG AAT 
Ser Ser Tyr Cys Leu Arg He Lys He Ser Ala Lys Phe Val Glu Asn> 

1400 1410 1420 1430 1440 

* * + * * * ★ * * + 

GAG CCT AAC TTA TGT TAT AAT GCA CAA GCC ATA TTT AAG CAG AAA CTA 
Glu Pro Asn Leu Cys Tyr Asn Ala Gin Ala lie Phe Lys Gin Lys Leu> 

1450 1460 1470 1480 

* * * * * * * * * 

CCC GTT GCA GGA GAC GGA GGA CTT GTG TGC CCT TAT ATG GAG TTT TTT 
Pro Val Ala Gly Asp Gly Gly Leu Val Cys Pro Tyr Met Glu Phe Phe> 

1490 1500 1510 1520 1530 

* * * * * * * * * * 

AAA AAT GAA AAT AAT GAG TTA CCT AAA TTA CAG TGG TAT AAG GAT TGC 
Lys Asn Glu Asn Asn Glu Leu Pro Lys Leu Gin Trp Tyr Lys Asp Cys> 

1540 1550 1560 1570 1580 

** + * * * * * * 

AAA CCT CTA CTT CTT GAC AAT ATA CAC TTT AGT GGA GTC AAA GAT AGG 
Lys Pro Leu Leu Leu Asp Asn He His Phe Ser Gly Val Lys Asp Arg> 

1590 1600 1610 1620 1630 

** * ** * * * *. * 

CTC ATC GTG ATG AAT GTG GCT GAA AAG CAT AGA GGG AAC TAT ACT TGT 
Leu lie Val Met Asn Val Ala Glu Lys His Arg Gly Asn Tyr Thr Cys> 

1640 1650 1660 1670 1680 

* * * + * ** * * 

CAT GCA TCC TAC ACA TAC TTG GGC AAG CAA TAT CCT ATT ACC CGG GTA 
His Ala Ser Tyr Thr Tyr Leu Gly Lys Gin Tyr Pro lie Thr Arg Val> 

1690 1700 1710 1720 

* * * * * * * * 4 

ATA GAA TTT ATT ACT CTA GAG GAA AAC AAA CCC ACA AGG CCT GTG ATT 
He Glu Phe He Thr Leu Glu Glu Asn Lys Pro Thr Arg Pro Val Ile> 

1^30 174 0 17S0 1760 1770 

* * * * * * * * 

GTG AGC CCA GCT AAT GAG ACA ATG GAA GTA GAC TTG GGA TCC CAG ATA 

Val Ser Pro Ala Asn Glu Thr Met Glu Val Asp Leu Gly Ser Gin Ile> 
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1780 1790 1800 1810 1820 

** * * * * * » * 

CAA TTG ATC TGT AAT GTC ACC GGC GAG TTG AGT GAG ATT GGT TAG TGG 
Gin Leu He Cys Asn Val Thr Gly Gin Leu Ser Asp He Ala Tyr Trp> 

1830 1840 1850 1860 1870 

* * * * * * * * * * 

AAG TGG AAT GGG TCA GTA ATT GAT GAA GAT GAC CCA GTG CTA GGG GAA 
Lys Trp Asn Gly Ser Val He Asp Glu Asp Asp Pro Val Leu Gly Glu> 

1880 1890 1900 1910 1920 

** * * *** 

GAC TAT TAC AGT GTG GAA AAT CCT GCA AAC AAA AGA AGG AGT ACC CTC 
Asp Tyr Tyr Ser Val Glu Asn Pro Ala Asn Lys Arg Arg Ser Thr Leu> 

1930 1940 1950 I960 

* * * * * ★ * * * 

ATC ACA GTG CTT AAT ATA TCG GAA ATT GAG AGT AGA TTT TAT AAA CAT 
He Thr Val Leu Asn lie Ser Glu He Glu Ser Arg Phe Tyr Lys His> 

1970 1980 1990 2000 2010 

* * * * * * * * * * 

CCA TTT ACC TGT TTT GCC AAG AAT ACA CAT GGT ATA GAT GCA GCA TAT 
Pro Phe Thr Cys Phe Ala Lys Asn Thr His Gly lie Asp Ala Ala Tyr> 

2020 2030 2040 2050 2060 

* * * * * * * * * 

ATC CAG TTA ATA TAT CCA GTC ACT AAT TCC GGA GAC AAA ACT CAC ACA 
He Gin Leu lie Tyr Pro Val Thr Asn Ser Gly Asp Lys Thr His Thr> 

2070 2080 2090 2100 2110 

** * *** **** 

TGC CCA CCG TGC CCA GCA CCT GAA CTC CTG GGG GGA CCG TCA GTC TTC 
Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe> 

2120 2130 2140 2150 2160 

★ * * * * * * *** 

CTC TTC CCC CCA AAA CCC AAG GAC ACC CTC ATG ATC TCC CGG ACC CCT 
Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met He Ser Arg Thr Pro 

2170 2180 2190 2200 

* * * ★ * * * * * 

GAG GTC ACA TGC GTG GTG GTG GAC GTG AGC CAC GAA GAC CCT GAG GTC 
Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val> 

2210 2220 2230 2240 2250 

*** * * * + *** 

AAG TTC AAC TGG TAC GTG GAC GGC GTG GAG GTG CAT AAT GCC AAG ACA 
Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr> 

2260 2270 2280 2290 2300 

* * * ★ * * * * * 

AAG CCG CGG GAG GAG CAG TAC AAC AGC ACG TAC CGT GTG GTC AGC GTC 
Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg Val Val Ser Vai> 

2310 2320 2330 2340 2350 

* * * *** 

CTC ACC GTC CTG CAC CAG GAC TGG CTG AAT GGC AAG GAG TAC AAG TGC 

Leu Thr V<al Leu His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys> 

2360 2370 2380 2390 2400 
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Fig.26E. 



* 



AAG GTC TCC AAC AAA GCC CTC CCA GCC CCC ATC GAG AAA ACC ATC TCC 
Lys Val Ser Asn Lys Ala Leu Pro Ala Pro lie Glu Lys Thr lie Ser> 

2410 2420 2430 2440 

* * * * * * * * * 

AAA GCC AAA GGG CAG CCC CGA GAA CCA CAG GTG TAC ACC CTG CCC CCA 
Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro> 

2450 2460 2470 2480 2490 

* ****** *** 

TCC CGG GAG GAG ATG ACC AAG AAC CAG GTC AGC CTG ACC TGC CTG GTC 
Ser Arg Glu Glu Met Thr Lys Asn Gin Val Ser Leu Thr Cys Leu Val> 

2^00 2510 2520 2530 2540 

* * * * * * * * * 

AAA GGC TTC TAT CCC AGC GAC ATC GCC GTG GAG TGG GAG AGC AAT GGG 
Lys Gly Phe Tyr Pro Ser Asp lie Ala Val Glu Trp Glu Ser Asn Gly> 

2550 2560 2570 2580 2590 

** * * * * * * * * 

CAG CCG GAG AAC AAC TAC AAG ACC ACG CCT CCC GTG CTG GAC TCC GAC 
Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp> 

2600 2610 2620 2630 2640 

* * * * * ★ * * * * 

GGC TCC TTC TTC CTC TAT AGC AAG CTC ACC GTG GAC AAG AGC AGG TGG 
Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp> 

2650 2660 2670 2680 

* ** * ** * * * 

CAG CAG GGG AAC GTC TTC TCA TGC TCC GTG ATG CAT GAG GCT CTG CAC 
Gin Gin Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His> 

2^90 2700 2710 2720 2730 

* * * * * * * * * 

AAC CAC TAC ACG CAG AAG AGC CTC TCC CTG TCT CCG GGT AAA TGA 
Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro Gly Lys ***> 
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Fig. 27. 

TF1 Bioassay (10nM IL4 Trap) 
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Fig.28. 

TF1 Bioassay (10nM IL4 Trap) 
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Fig.29. 

XG1 Bioassay (10nM IL6 Trap) 
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Fig.31A. 
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Fig.31B. 
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Fig.32A. 
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****** 

GTG ACT GAG CTT CAA TGC ATT TGG CAC AAC CTG AGO TAC ATG AAG TGT 

CAC TGA CTC GAA GTT ACG TAA ACC GTG TTG GAC TCG ATG TAC TTC ACA 

Val Thr Glu Leu Gin Cys He Trp His Asn Leu Ser Tyr Met Lys Cys 



440 450 460 470 



480 



TCT TGG CTC CCT GGA AGG AAT ACC AGT CCC GAC ACT AAC TAT ACT CTC 

AGA ACC GAG GGA CCT TCC TTA TGG TCA GGG CTG TGA TTG ATA TGA GAG 

Ser Trp Leu Pro Gly Arg Asn Thr Ser Pro Asp Thr Asn Tyr Thr Leu 

4 90 500 510 520 

* ***** * ** 

TAC TAT TGG CAC AGA AGC CTG GAA AAA ATT CAT CAA TGT GAA AAC ATC 

ATG ATA ACC GTG TCT TCG GAC CTT TTT TAA GTA GTT ACA CTT TTG TAG 

Tyr Tyr Trp His Arg Ser Leu Glu Lys lie His Gin Cys Glu Asn He: 



530 540 550 560 



570 



TTT AGA GAA GGC CAA TAC TTT GGT TGT TCC TTT GAT CTG ACC AAA GTG 
AAA TCT CTT CCG GTT ATG AAA CCA ACA AGG AAA CTA GAC TGG TTT CAC 
Phe Arg Glu Gly Gin Tyr Phe Gly Cys Ser Phe Asp Leu Thr Lys Val: 



580 590 600 610 



620 



AAG GAT TCC AGT TTT GAA CAA CAC AGT GTC CAA ATA ATG GTC AAG GAT 
TTC CTA AGG TCA AAA CTT GTT GTG TCA CAG GTT TAT TAC CAG TTC CTA 
Lys Asp Ser Ser Phe Glu Gin His Ser Val Gin He Met Val Lys Asp 



630 640 650 660 



670 



AAT GCA GGA AAA ATT AAA CCA TCC TTC AAT ATA GTG CCT TTA ACT TCC 
TTA CGT CCT TTT TAA TTT GGT AGG AAG TTA TAT CAC GGA AAT TGA AGG 
Asn Ala Gly Lys He Lys Pro Ser Phe Asn He Val Pro Leu Thr Ser: 

680 690 700 710 720 

* ****** *** 

CGT GTG AAA CCT GAT CCT CCA CAT ATT AAA AAC CTC TCC TTC CAC AAT 
GCA CAC TTT GGA CTA GGA GGT GTA TAA TTT TTG GAG AGG AAG GTG TTA 
Arg Val Lys Pro Asp Pro Pro His He Lys Asn Leu Ser Phe His Asn: 

730 740 750 760 



GAT GAC CTA TAT GTG CAA TGG GAG AAT CCA CAG AAT TTT ATT AGC AGA 
CTA CTG GAT ATA CAC GTT ACC CTC TTA GGT GTC TTA AAA TAA TCG TCT 
Asp Asp Leu Tyr Val Gin Trp Glu Asn Pro Gin Asn Phe He Ser Arg 
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Thr Asn Cys Ser Thr Glu Leu Arg Leu Leu Tyr Gin Leu Val Phe Leu 
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CCC CCT GAC AAT TAC CTG TAT AAT CAT CTC ACC TAT GCA GTC AAC ATT 
GGG GGA CTG TTA ATG GAC ATA TTA GTA GAG TGG ATA CGT CAG TTG TAA 
Pro Pro Asp Asn Tyr Leu Tyr Asn His Leu Thr Tyr Ala Val Asn He 
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TGG AGT GAA AAC GAC CCG GCA GAT TTC AGA ATC TAT AAC GTG ACC TAC 
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Trp Ser Glu Asn Asp Pro Ala Asp Phe Arg He Tyr Asn Val Thr Tyr 
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* * * * * * * * * 

CTA GAA CCC TCC CTC CGC ATC GCA GCC AGC ACC CTG AAG TCT GGG ATT 
GAT CTT GGG AGG GAG GCG TAG CGT CGG TCG TGG GAC TTC AGA CCC TAA 
Leu Glu Pro Ser Leu Arg lie Ala Ala Ser Thr Leu Lys Ser Gly Ile> 

1590 1600 1610 1620 1630 

** * * * * * * * * 

TCC TAC AGG GCA CGG GTG AGG GCC TGG GCT CAG TGC TAT AAC ACC ACC 
AGG ATG TCC CGT GCC CAC TCC CGG ACC CGA GTC ACG ATA TTG TGG TGG 
Ser Tyr Arg Ala Arg Val Arg Ala Trp Ala Gin Cys Tyr Asn Thr Thr> 

1640 1650 1660 1670 1680 

******* * * * 

TGG AGT GAG TGG AGC CCC AGC ACC AAG TGG CAC AAC TCC TAC AGG GAG 

ACC TCA CTC ACC TCG GGG TCG TGG TTC ACC GTG TTG AGG ATG TCC CTC 

Trp Ser Glu Trp Ser Pro Ser Thr Lys Trp His Asn Ser Tyr Arg Glu> 

1690 1700 1710 1720 

* * * * * * * * * 

CCC TTC GAG CAG TCC GGA GAC AAA ACT CAC ACA TGC CCA CCG TGC CCA 
GGG AAG CTC GTC AGG CCT CTG TTT TGA GTG TGT ACG GGT GGC ACG GGT 
Pro Phe Glu Gin Ser Gly Asp Lys Thr His Thr Cys Pro Pro Cys Pro> 

1730 1740 1750 1760 1770 

* * * * * * * * * * 

GCA CCT GAA CTC CTG GGG GGA CCG TCA GTC TTC CTC TTC CCC CCA AAA 
CGT GGA CTT GAG GAC CCC CCT GGC AGT CAG AAG GAG AAG GGG GGT TTT 
Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys> 

1780 1790 1800 1810 1820 

** * * * * * ★ * 

CCC AAG GAC ACC CTC ATG ATC TCC CGG ACC CCT GAG GTC ACA TGC GTG 
GGG TTC CTG TGG GAG TAC TAG AGG GCC TGG GGA CTC CAG TGT ACG CAC 
Pro Lys Asp Thr Leu Met lie Ser Arg Thr Pro Glu Val Thr Cys Val> 

1830 1840 1850 1860 1870 

** * * * * * ★ *★ 

GTG GTG GAC GTG AGC CAC GAA GAC CCT GAG GTC AAG TTC AAC TGG TAC 
CAC CAC CTG CAC TCG GTG CTT CTG GGA CTC CAG TTC AAG TTG ACC ATG 
Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr> 

1880 1890 1900 1910 1920 

** ***** *** 

GTG GAC GGC GTG GAG GTG CAT AAT GCC AAG ACA AAG CCG CGG GAG GAG 
CAC CTG CCG CAC CTC CAC GTA TTA CGG TTC TGT TTC GGC GCC CTC CTC 
Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu> 
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CAG TAC AAC AGC ACG TAC CGT GTG GTC AGC GTC CTC ACC GTC CTG CAC 

GTC ATG TTG TCG TGC ATG GCA CAC CAG TCG CAG GAG TGG CAG GAC GTG 

Gin Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His> 

1970 1980 1990 2000 2010 

* * * ******* 

CAG GAC TGG CTG AAT GGC AAG GAG TAC AAG TGC AAG GTC TCC AAC AAA 

GTC CTG ACC GAC TTA CCG TTC CTC ATG TTC ACG TTC CAG AGG TTG TTT 

Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys> 



2020 2030 2040 2050 



2060 



★ * * 



GCC CTC CCA GCC CCC ATC GAG AAA ACC ATC TCC AAA GCC AAA GGG CAG 
CGG GAG GGT CGG GGG TAG CTC TTT TGG TAG AGG TTT CGG TTT CCC GTC 
Ala Leu Pro Ala Pro He Glu Lys Thr He Ser Lys Ala Lys Gly Gln> 

2070 2080 2090 2100 2110 

* * * ******* 

CCC CGA GAA CCA CAG GTG TAC ACC CTG CCC CCA TCC CGG GAG GAG ATG 

GGG GCT CTT GGT GTC CAC ATG TGG GAC GGG GGT AGG GCC CTC CTC TAC 

Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met> 

2120 2130 2140 2150 2160 

* * ******** 

ACC AAG AAC CAG GTC AGC CTG ACC TGC CTG GTC AAA GGC TTC TAT CCC 

TGG TTC TTG GTC CAG TCG GAC TGG ACG GAC CAG TTT CCG AAG ATA GGG 

Thr Lys Asn Gin Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro> 

2 170 2180 2190 2200 

* ******** 

AGC GAC ATC GCC GTG GAG TGG GAG AGC AAT GGG CAG CCG GAG AAC AAC 
TCG CTG TAG CGG CAC CTC ACC CTC TCG TTA CCC GTC GGC CTC TTG TTG 
Ser Asp He Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn> 

2210 2220 2230 2240 2250 

* * * ******* 

TAC AAG ACC ACG CCT CCC GTG CTG GAC TCC GAC GGC TCC TTC TTC CTC 
ATG TTC TGG TGC GGA GGG CAC GAC CTG AGG CTG CCG AGG AAG AAG GAG 
Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu> 

2260 2270 2280 2290 2300 

** ******* 

TAT AGC AAG CTC ACC GTG GAC AAG AGC AGG TGG CAG CAG GGG AAC GTC 
ATA TCG TTC GAG TGG CAC CTG TTC TCG TCC ACC GTC GTC CCC TTG CAG 
Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val> 
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Fig.32G. 

2310 2320 2330 2340 2350 

* * * * * * * * * * 

TTC TCA TGC TCC GTG ATG CAT GAG GCT CTG CAC AAC CAC TAC ACG CAG 
AAG AGT ACG AGG CAC TAC GTA CTC CGA GAC GTG TTG GTG ATG TGC GTC 
Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln> 

2360 2370 2380 

***** * 

AAG AGC CTC TCC CTG TCT CCG GGT AAA TGA 
TTC TCG GAG AGG GAC AGA GGC CCA TTT ACT 
Lys Ser Leu Ser Leu Ser Pro Gly Lys ***> 



Fig.33. 
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